
logo MQSNQEKEHQPTFFFFDYETWGTVNSPAKLDRPCSQFAGVRTDMDFNI IVGEPLVIYCQLPPNSDYLPASPEAAL ITGITPQKTATNVQSHQGLAPEP
NTDB id 393568 FIV01 RS06670 WP 152431677.1 MSNKEQPTFFFFDYETWGTSPALDRPCQFAGVRTDMDFNIVGEPLVIYCQPPSDYLPSPEAALITGITPQTTVQHGLPEP 80
NTDB id 1141 GTF74 RS08270 WP 001183680.1 MQQEHQPTFFFFDYETWGVNPAKDRPSQFAGVRTDMDFNIIGEPLVIYCQLPNDYLPAPEAALITGITPQKANSQGLAEP 80
consensus ! * *!!!!!!!!!!!!! !! !!!*!!!!!!!!!!!!!*!!!!!!!!!*! !!!! !!!!!!!!!!!! *!!*!!

logo EF IAQR IHAREQLSTVPNTI
T
N
SLGYNNS IRFDDEVTRYTCYRNF IDPYAWSWQHNGNSRWDLLDVLMRACHALRPEGI ENWPENDEDEGFT

NTDB id 393568 FIV01 RS06670 WP 152431677.1 EFIAQIHRQLSVPNTTSLGYNNIRFDDEVTRYTCYRNFIDPYAWSWQNGNSRWDLLDVMRACHALRPEGINWPENEEGFT 160
NTDB id 1141 GTF74 RS08270 WP 001183680.1 EFIARIHAELSTPNTINLGYNSIRFDDEVTRYTCYRNFIDPYAWSWQHGNSRWDLLDVLRACHALRPEGIEWPENDDGFT 160
consensus !!!! !! !! !!! !!!! !!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!*!!!!!!!!!!! !!!!**!!!

logo SFKLEHLSVANGI EHESNAHDAMADVIATI ELMAKKLVKATAQPKLFDYFFLNTMRHKRKLNTEL IVDIVNMQTPLMHVSGMF
LGRECRHQY

NTDB id 393568 FIV01 RS06670 WP 152431677.1 SFKLEHLSVANGIEHENAHDAMADVIATIEMAKKLKTAQPKLFDYFLNMRHKRKLNELVDIVNMTPLMHVSGMFGRECQY 240
NTDB id 1141 GTF74 RS08270 WP 001183680.1 SFKLEHLSVANGIEHSNAHDAMADVIATIELAKKVKAAQPKLFDYFFTMRHKRKLTELIDIVNQTPLMHVSGMLGRERHY 240
consensus !!!!!!!!!!!!!!! !!!!!!!!!!!!!!*!!!*! !!!!!!!!! !!!!!!! !!*!!!! !!!!!!!!! !!!**!

logo TSWI
VVP I

LAWHPTNQNALVIVVDLAGKDPQPLFLEFLDATEQTLNQAQRLYTKRHYESDLAGPDELPVP I
VKL IVHLNKCP I LAPAKTLTAENAEQ

NTDB id 393568 FIV01 RS06670 WP 152431677.1 TSWVVPLAWHPTNQNALIVVDLAKDPQPLFEFDTEQLNQRLYTKHSDLGPDELPVPIKLIHLNKCPILAPAKTLTAENAE 320
NTDB id 1141 GTF74 RS08270 WP 001183680.1 TSWIVPIAWHPTNQNAVIVVDLGKDPQPLLELDAETLQARLYTRYEDLAPDELPVPVKLVHLNKCPILAPAKTLTAENAQ 320
consensus !!!*!!*!!!!!!!!!*!!!!!*!!!!!! ! ! ! !* !!!!** !!*!!!!!!!*!!*!!!!!!!!!!!!!!!!!!!

logo

I
K IG IDNREQCLAKHNLENLVIKRQHNPE IREKLVATLVFYSEQEREKFYENAQESHSDNVDSQLYADGFFSPADRASASMENI IKRETATADAPEKNLAGSLADIRSFVAYDK

NTDB id 393568 FIV01 RS06670 WP 152431677.1 IIGINREQCLKNLELIKQNPEIREKLVALYSEERKYEASHNVDSQLYDGFFSPADRSSMNIIKEADAEKLASLDISFYDK 400
NTDB id 1141 GTF74 RS08270 WP 001183680.1 KIGIDREQCLAHLNVIRQHPEIREKLVTVFSQEREFNQESDVDSQLYAGFFSPADRAAMEIIRTTAPENLGSLAIRVADK 400
consensus !!! !!!!! *! *!*!*!!!!!!!! **! !! * * !!!!!! !!!!!!!! ! !!* *! !*!! ! !!

logo R IAEPLLFRYRARHNFYPHSTLSTDSTEQRRWAASHCQRDYFAENRHNI
LEDGYMLNLENLVHEKHYEQADDEPKSKLMAVI LKS IVYHKYVEKLAVCS

NTDB id 393568 FIV01 RS06670 WP 152431677.1 RIAPLLFRYRARNFPSTLSDSEQRRWASHCQDYFANHIEDYMLNLENLVHKYEDDESKLVILKSIYKYVEKLVS 474
NTDB id 1141 GTF74 RS08270 WP 001183680.1 RIEPLLFRYRARHYPHTLTDTEQRRWAAHCRDYFERNLEGYMLNLENLVHEHQADPKKMAILKSVYHYVEKLAC 474
consensus !! !!!!!!!!!**!*!!*!*!!!!!! !! !!! **! !!!!!!!!!! * !* !* !!!!*!*!!!!! *

X non conserved

X similar

X ≥ 50% conserved


