
logo

MHQNTDTQKSKYLLMVEDTASVAALYRSYLATPLDGIDINIVGTGRDAI ES IGSFRRETPDL I LLDLRLPDMTGMDNVLHYAVKEQKNS
NTDB id 393564 FIV01 RS04800 WP 152429975.1 MHQNTDTQKSKYLLMVEDTASVAALYRSYLAPLGIDINIVGTGRDAIESISFRTPDLILLDLRLPDMTGMNVLHAVKQKN 80
NTDB id 1157 A1552VC RS03895 WP 001888250.1 ..............MVEDTASVAALYRSYLTPLDIDINIVGTGRDAIESIGRREPDLILLDLRLPDMTGMDVLYAVKEKS 66
consensus **************!!!!!!!!!!!!!!!! !! !!!!!!!!!!!!!!!! ! !!!!!!!!!!!!!!!! !!*!!! !
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VFMTAHGS IDTAVEAMRHGAQDFL IKPCEADRLRVTVNNAIRKASKLKRNADSVDNPGKNQNYQGF IGSSQTMQAVYRT

NTDB id 393564 FIV01 RS04800 WP 152429975.1 ADIPVIFMTAHGSIDTAVEAMRHGAQDFLIKPCEADRLRVTVNNAIRKASKLRNASDNPGNQNYQGFIGSSQTMQAVYRT 160
NTDB id 1157 A1552VC RS03895 WP 001888250.1 PDVPIVFMTAHGSIDTAVEAMRHGAQDFLIKPCEADRLRVTVNNAIRKASKLKNDVDN.KNQNYQGFIGSSQTMQAVYRT 145
consensus *!*!**!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*! !!* !!!!!!!!!!!!!!!!!!!!

logo IDSAASSKAS I F ITGESGTGKEVCAEAIHAASKRGDKPF IA INCAAIPKDL I ESELFGHVKGAFTGAATDERQGAAEALADG
NTDB id 393564 FIV01 RS04800 WP 152429975.1 IDSAASSKASIFITGESGTGKEVCAEAIHAASKRGDKPFIAINCAAIPKDLIESELFGHVKGAFTGAATDRQGAAELADG 240
NTDB id 1157 A1552VC RS03895 WP 001888250.1 IDSAASSKASIFITGESGTGKEVCAEAIHAASKRGDKPFIAINCAAIPKDLIESELFGHVKGAFTGAATERQGAAEAADG 225
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!! !!!

logo GTLFLDELCEMDLDLQTKLLRF IQTGTFQKVGSSKMKSVDVRFVCATNRDPWKEVQEGRFREDLYYRLYVIPLHLPPLRAD
NTDB id 393564 FIV01 RS04800 WP 152429975.1 GTLFLDELCEMDLDLQTKLLRFIQTGTFQKVGSSKMKSVDVRFVCATNRDPWKEVQEGRFREDLYYRLYVIPLHLPPLRD 320
NTDB id 1157 A1552VC RS03895 WP 001888250.1 GTLFLDELCEMDLDLQTKLLRFIQTGTFQKVGSSKMKSVDVRFVCATNRDPWKEVQEGRFREDLYYRLYVIPLHLPPLRA 305
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo RGDDVI E IAYSLLGFMSKEEGKDFVRLSTAPEVVENRFARQYEWPGNVRQLQNVLRNVVVLNENGEREHI STI
LDMLPPPLNQVMPSTADNPHIN

NTDB id 393564 FIV01 RS04800 WP 152429975.1 RGDDVIEIAYSLLGFMSKEEGKDFVRLTPEVVNRFAQYEWPGNVRQLQNVLRNVVVLNNGEHISIDMLPPPLNVPTDNH. 399
NTDB id 1157 A1552VC RS03895 WP 001888250.1 RGDDVIEIAYSLLGFMSKEEGKDFVRLSAEVVERFRQYEWPGNVRQLQNVLRNVVVLNEGREITLDMLPPPLNQMSAPIN 385
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!**!!! !! !!!!!!!!!!!!!!!!!!!!!! ! *!**!!!!!!!! ** ***
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TVHNDE I FPLWMTEKKQAI EQAIDEACDGNIPKRAAGTYLDVSPSTIYRKLQNTWNAEAKKVEKETKQEKER

NTDB id 393564 FIV01 RS04800 WP 152429975.1 IRVDWQEKGELTVNDIFPLWMTEKKAIEQAIDACDGNIPKAAGYLDVSPSTIYRKLQNWNAAKETQ.... 465
NTDB id 1157 A1552VC RS03895 WP 001888250.1 RALPLAHENKVSVHEIFPLWMTEKQAIEQAIEACDGNIPRAATYLDVSPSTIYRKLQTWNEKVKEKEKER 455
consensus ** * **!**!!!!!!!!! !!!!!!*!!!!!!!*!! !!!!!!!!!!!!!! !! ****

X non conserved

X similar

X ≥ 50% conserved


