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NTDB id 125 BSU 00870 NP 387968.1 .............MAKTKSKFICQSCGYESPKWMGKCPGCGAWNTMVEEMIKKAPANRRAAFSHSVQTVQKPSPITSIETSEEPR 72
NTDB id 39356 SIR RS18325 WP 021003271.1 MADCWNSNERRITIAKKKTTFVCQECGYNSPKYLGRCPNCSSWSSFVEEIEVAEVKNARVSLTG...EKTRPVKLNQVTSSQATR 82
NTDB id 279 KZH43 RS00140 WP 074017595.1 .............MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTG...EKTKPMKLAEVTSINVNR 69
NTDB id 238 SPD RS00140 WP 074017595.1 .............MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTG...EKTKPMKLAEVTSINVNR 69
NTDB id 204 SPR RS00140 WP 074017595.1 .............MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTG...EKTKPMKLAEVTSINVNR 69
NTDB id 169 SP RS00155 WP 074017595.1 .............MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTG...EKTKPMKLAEVTSINVNR 69
NTDB id 537 SMSK321 RS07120 WP 080550752.1 .............MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTG...EKTKPMKLAEVTSINVNR 69
NTDB id 509 SM12261 RS00130 WP 078228442.1 .............MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTG...EKTKPMKLAEVTSINVNR 69
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NTDB id 125 BSU 00870 NP 387968.1 VKTQLGEFNRVLGGGVVKGSLVLIGGDPGIGKSTLLLQVSAQLSGSSNSVLYISGEESVKQTKLRADRLGINNPSLHVLSETDME 157
NTDB id 39356 SIR RS18325 WP 021003271.1 VKTNMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLANK.GTVFYVSGEESAEQIKLRSERLGDIDNEFYLYAETNMQ 166
NTDB id 279 KZH43 RS00140 WP 074017595.1 TKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQ 153
NTDB id 238 SPD RS00140 WP 074017595.1 TKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQ 153
NTDB id 204 SPR RS00140 WP 074017595.1 TKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQ 153
NTDB id 169 SP RS00155 WP 074017595.1 TKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQ 153
NTDB id 537 SMSK321 RS07120 WP 080550752.1 TKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQ 153
NTDB id 509 SM12261 RS00130 WP 078228442.1 TKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQ 153
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LAGPRLMLEHMVDTVLYFEG
NTDB id 125 BSU 00870 NP 387968.1 YISSAIQEMNPSFVVVDSIQTVYQSDITSAPGSVSQVRECTAELMKIAKTKGIPIFIVGHVTKEGSIAGPRLLEHMVDTVLYFEG 242
NTDB id 39356 SIR RS18325 WP 021003271.1 SIRAEIEKIQPDFLIIDSIQTVMSPEISSVQGSVSQVREVTAELMQLAKTNNIATFIVGHVTKEGTLAGPRMLEHMVDTVLYFEG 251
NTDB id 279 KZH43 RS00140 WP 074017595.1 SVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEG 238
NTDB id 238 SPD RS00140 WP 074017595.1 SVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEG 238
NTDB id 204 SPR RS00140 WP 074017595.1 SVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEG 238
NTDB id 169 SP RS00155 WP 074017595.1 SVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEG 238
NTDB id 537 SMSK321 RS07120 WP 080550752.1 SVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEG 238
NTDB id 509 SM12261 RS00130 WP 078228442.1 SVRTEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEG 238
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VQAL IVSTPTSVMFGNPARKRMTAT
NTDB id 125 BSU 00870 NP 387968.1 ERHHTFRILRAVKNRFGSTNEMGIFEMREEGLTEVLNPSEIFLEERSAGSAGSSITASMEGTRPILVEIQALISPTSFGNPRRMA 327
NTDB id 39356 SIR RS18325 WP 021003271.1 ERQHTFRILRAVKNRFGSTNEIGIFEMRSGGLVEVLNPSQVFLEERLDGATGSAIVVTMEGTRPILAEVQALVTPTVFGNAKRTT 336
NTDB id 279 KZH43 RS00140 WP 074017595.1 ERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTT 323
NTDB id 238 SPD RS00140 WP 074017595.1 ERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTT 323
NTDB id 204 SPR RS00140 WP 074017595.1 ERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTT 323
NTDB id 169 SP RS00155 WP 074017595.1 ERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTT 323
NTDB id 537 SMSK321 RS07120 WP 080550752.1 ERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTT 323
NTDB id 509 SM12261 RS00130 WP 078228442.1 ERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTT 323
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NTDB id 125 BSU 00870 NP 387968.1 TGIDHNRVSLLMAVLEKRVGLLLQNQDAYLKVAGGVKLDEPAIDLAIVISIASSFRDTPPNPADCFIGEVGLTGEVRRVSRIEQR 412
NTDB id 39356 SIR RS18325 WP 021003271.1 TGLDFNRVSLIMAVLEKRCGLLLQNQDAYLKSAGGVRLDEPAIDLAVAVAIASSYKEKPTNPQECYIGEIGLTGEIRRVNRIEQR 421
NTDB id 279 KZH43 RS00140 WP 074017595.1 TGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQR 408
NTDB id 238 SPD RS00140 WP 074017595.1 TGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQR 408
NTDB id 204 SPR RS00140 WP 074017595.1 TGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQR 408
NTDB id 169 SP RS00155 WP 074017595.1 TGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQR 408
NTDB id 537 SMSK321 RS07120 WP 080550752.1 TGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQR 408
NTDB id 509 SM12261 RS00130 WP 078228442.1 TGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQR 408
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NTDB id 125 BSU 00870 NP 387968.1 VKEAAKLGFKRMIIPAANLDGWTKPKGIEVIGVANVAEALRTSLGG.... 458
NTDB id 39356 SIR RS18325 WP 021003271.1 LNEASKLGFTKIFVPKNSLSGLTIPQGIQVVGVTTVGEVLKKVFDEVNKN 471
NTDB id 279 KZH43 RS00140 WP 074017595.1 INEAAKLGFTKIYVPKNSLTGITLPKEIQVIGVTTIQEVLKKVFA..... 453
NTDB id 238 SPD RS00140 WP 074017595.1 INEAAKLGFTKIYVPKNSLTGITLPKEIQVIGVTTIQEVLKKVFA..... 453
NTDB id 204 SPR RS00140 WP 074017595.1 INEAAKLGFTKIYVPKNSLTGITLPKEIQVIGVTTIQEVLKKVFA..... 453
NTDB id 169 SP RS00155 WP 074017595.1 INEAAKLGFTKIYVPKNSLTGITLPKEIQVIGVTTIQEVLKKVFA..... 453
NTDB id 537 SMSK321 RS07120 WP 080550752.1 INEAAKLGFTKIYVPKNSLTGITPPMEIQVIGVTTIQEVLKKVFA..... 453
NTDB id 509 SM12261 RS00130 WP 078228442.1 INEAAKLGFTKIYVPKNSLTGITPPKEIQVIGVTTIQEVLKKVFA..... 453
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