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NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 393559 FIV01 RS01725 WP 152429457.1 MASRGINKVILVGNLGSDPEVRYMPNGGAVANITIATSESWRDKTTGEQREKTEWHRVSLFGKLAEVAGEYLRKGSQVYI 80
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
consensus **!!!!**!*!! !!**!*!!*!*!!*****!!!!*!*!* *!***!*!!!!********!!*!!*!!*!!* !!*

logo EGKQRI
L
K
Q
S
TRKYWQGDKQSDNGI

Q
E
DRTYTASYTDEVIQVGAVQGFYNDGNI

E
V
L
MKQMLDGSGRSANSEQQGNSGADGGFMAGPGAYDENQGEQSGMYNGVQPSAQQQSEGSAGYWNGQRQAPPAQAQPQTASKMNRQHQPNQYANQSPAMQDGPGQTYQSDQANYA

NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPYEEGYGQSQ..EAYQRPAQQSRQPASD.....A.. 143
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPYDEGYGQSQ..EAYQRPAQQSRQPAPD.....A.. 143
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQG....DVLQMLDSRSSGGD.FGGNQG.......SGWNQAPAQTN..YNQGGYSDNYA 144
NTDB id 393559 FIV01 RS01725 WP 152429457.1 EGQLQTRKWQDQNGQDRYSTEVVVQGFNGVMQMLGGRAQGGA..PA.QSMGQPQQQGGWGQPQQPAMQQNQAPQTQQN.. 155
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGG.MPAQGGMNVPAQQGSWGQPQQPAKQHQPM........ 151
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NTDB id 1103 NMB RS07590 WP 002212976.1 .....PSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 .....PSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 QNNNFNGGNATRPQPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 393559 FIV01 RS01725 WP 152429457.1 .........YSQPSNQSPSQPQYNEPPMDFDDDIPF 182
NTDB id 1166 A1552VC RS00795 WP 000168289.1 ..........QQSAPQQYSQPQYNEPPMDFDDDIPF 177
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