
logo

MKRNQSHKGVI LFI SARRIQFLGIS ILMAGLTALIVSAYIASAMLI FSMALMQPVAYALSLKAADQANVADS IMLEITKSNLIVDKVPVALMANPQI
L
A
P
E
G
D
N
Q
G
R
T
V
R
E
L
I
K
D
R
L
F
V
M
QFDSNEKGLPVLPAKPQALQPRAQGSAFYTIQI

T
L
Q
E
K
N
QPAPSR I

L
A
V
I LDLFPIDGSKVTAGDQNMQGKQI

L
A
G
K
P

SDKT
Q

NTDB id 1193 PAKAF RS26665 WP 003161249.1 MNSGLSRLGIALLAA.MFAPALLAADLEKLDVAALPGDRVELKLQFDEPVA.APRGYTIEQPARIALDLPGVQNKLG..T 76
NTDB id 1009 ACIAD RS15175 WP 004923730.1 MKQIIRQFSIGTVAYAIMQVASAQVAITNVVPMNIPGQGTEIRVMFNGLPP.QPQAYQLEQPARLILDFDKAGQKLA..K 77
NTDB id 1039 H0N27 RS01460 WP 031993779.1 MNHVFRQFSMGAVAIAIMQAASAQVSMTNIVPMQIAGQGTEIRVMFNGLPP.QPQAYQLENPSRLILDFDKAQQGLK..Q 77
NTDB id 1052 ABD1 RS15850 WP 001017033.1 MNHVFRQFSMGAVAIAIMQAASAQVSMTNIVPMQIAGQGTEIRVMFNGLPP.QPQAYQLENPSRLILDFDKAQQGLK..Q 77
NTDB id 1347 HI 0435 AAC22094.1 ................................................................................ 0
NTDB id 1373 NTHI RS02645 WP 011272046.1 ................................................................................ 0
NTDB id 1284 ACE17W RS12370 WP 010946666.1 MRKIIAILIL..ISASLSMAYSKDNSLISVKVLPLPENRVRIDFQFSKPLKQLPASFITQKPPRLVLDFISTDMQIPSDQ 78
NTDB id 1257 GCO85 RS04855 WP 163621000.1 MRKIIAILIL..ISASLSLAYSKDNSLISVKVLPLPENRVRIDFQFSKPLKQLPASFITQKPPRLVLDFISTDMQIPSDQ 78
NTDB id 393557 FIV01 RS01140 WP 152429375.1 ................................................................................ 0
NTDB id 1186 GTF74 RS01320 WP 000788426.1 ................................................................................ 0
NTDB id 1175 A1552VC RS12105 WP 000788426.1 ................................................................................ 0
NTDB id 1408 DSB67 RS13980 WP 010643500.1 ................................................................................ 0
consensus

logo

K
S
L
N
K
T

R
K
I
E
P
S
T

L
I
V
S
T
A
Q

V
L
T
G
N
N
S
E
T
L
A
R
H
SS IYVTNDI

V
S
T
V
E
A
S
A
V
D
K
G
D
K
Q
DRATSVRVALVTI IMLVKENMLRTDKHTNRDLTASGSVGLTKASLTFYSTPGTSYRKTVLAETQGGSTNI

L
N
T
V
W

Y
L
F
F
T
I
S

V
LKVWFLIVSGNGNS ISAKPSQASNTGTDSANLLSTAFKVELACNPASTKSAESPVKASPAVLAPATVSYASVAQSPMVI

V
F
K
V
F
I

A
P
S
T

K
N
A
P
Q
Y
V
E

NTDB id 1193 PAKAF RS26665 WP 003161249.1 KNRELSVGNTRSVTVVEAKDRTRLIINLTTLSSYTTRVEGNNLFVVVGNSPAGASVASTAPVKASPAPASYAQPIKPKPY 156
NTDB id 1009 ACIAD RS15175 WP 004923730.1 SLIPVTTNEASSIDVSSDDKRARVVVNLKDAGAFTTRVEGNVFILKINNIQSTAT..........PVAT..SA....... 138
NTDB id 1039 H0N27 RS01460 WP 031993779.1 SKISVATNEASSVDVTSDDQRSRLTVNLKDTGAFTTRVEGNTFILKINSAQTSNK..........PLPV..VS....... 138
NTDB id 1052 ABD1 RS15850 WP 001017033.1 SKISVATNEASSVDVTSDDQRSRLTVNLKDAGAFTTRVEGNTFILKINSAQTSNK..........PLPV..VS....... 138
NTDB id 1347 HI 0435 AAC22094.1 ................................................................................ 0
NTDB id 1373 NTHI RS02645 WP 011272046.1 ................................................................................ 0
NTDB id 1284 ACE17W RS12370 WP 010946666.1 KTKTIQLGSLHSYNIVAVGDRVRAILELDRSVSYSGSTAGSIYSLVLNGKSNDLFENSKE.............VFITNQV 145
NTDB id 1257 GCO85 RS04855 WP 163621000.1 KTKTIQLGSLHSYNIVAVGDRVRAILELDRSVSYSGSTAGSVYSLVLNGKSNDLFENSKE.............VFITNQV 145
NTDB id 393557 FIV01 RS01140 WP 152429375.1 ................................................................................ 0
NTDB id 1186 GTF74 RS01320 WP 000788426.1 ...........................MKNGLKT..YVAQTWLTLWVG.....LALCASS.............MVFSA.E 32
NTDB id 1175 A1552VC RS12105 WP 000788426.1 ...........................MKNGLKT..YVAQTWLTLWVG.....LALCASS.............MVFSA.E 32
NTDB id 1408 DSB67 RS13980 WP 010643500.1 .........................MKMRHGLTLTPRKLTGLFSLWFS.....LLLAP................FVAA.E 33
consensus * * * * *

logo

E
P
S
V
P
V
N
A
P
T
A
Q

G
Q
S
A
K
P

R
H
N
Q

A
S
E
Q
G

V
L
I
G
R
E
S
K

S
R
NIGDFQRTGVR I

N
G
A
S
E
K

D
E
K
Q

Q
K
G
D
A
G
E
A
G
N
R
L
V

I
L
V
I
L
V
I
V
E
D
V
L
Q
V
A
L
S

D
G
S

S
T
P
A
T
G
S
N

L
I
A
T

I
S
V
P
P
I
VDI

V
K
T
Q
E
R
K
Q
Q
V
Q
G
G
K
E
S

E
G
K
I
L
V

R
S
V
L
V
I
D
E
N
R

T
L
F
A
P
I
L
G
K
N

I
T
Q
S
D
K
L
V
I
K
A
P
L
T
D
A
N
D
H

Q
K
L
R
M
A
L

V
K
R
Y

L
R
Y
LNDTVTNSKDFHSASTVPVASEQFISMVINTDESMAVSQFYAQNRQEKDSTEKGDGKPSNRTKSVVGT

NTDB id 1193 PAKAF RS26665 WP 003161249.1 VPAGRAIRNIDFQRGEKGEGNVVIDLSDPTLSPDIQEQGGKIRLDFAKTQLPDALRVRLDVKDFATPVQFVNASAQSDRT 236
NTDB id 1009 ACIAD RS15175 WP 004923730.1 PAPQQGIGNIGFQRGAQGEGLVVIDLQGTNTPVDVQQQGSKVVVRFPGIKIPTHLARRLNTTDFATPVASIDSYNDGSNG 218
NTDB id 1039 H0N27 RS01460 WP 031993779.1 .AQPQGVSNIGFQRGSQGEGLVVVDLLGSNTPVDVQQQGSKVVIRTIGTKIPTHLARRLNVNDFATPVSSIDAYNDKGVG 217
NTDB id 1052 ABD1 RS15850 WP 001017033.1 .AQPQGVSNIGFQRGSQGEGLVVVDLLGSNTPVDVQQQGSKVVIRTIGTKIPTHLARRLNVNDFATPVSSIDAYNDKGVG 217
NTDB id 1347 HI 0435 AAC22094.1 ................................................................................ 0
NTDB id 1373 NTHI RS02645 WP 011272046.1 ................................................................................ 0
NTDB id 1284 ACE17W RS12370 WP 010946666.1 VNAKHEIKRIDFRGIEKQGGRVLIDVSDTGIPIDVTQVGKEIVVNFLNTKIPLNLMKRYDVSDFHSPVQIITMQQEGKKV 225
NTDB id 1257 GCO85 RS04855 WP 163621000.1 VNAKHEIKRIDFRGIEKQGGRVLIDVSDTGIPIDVTQVGKEIVVNFLNTKIPLNLMKRYDVSDFHSPVQIITMQQEGKKV 225
NTDB id 393557 FIV01 RS01140 WP 152429375.1 ......................................................................ME........ 2
NTDB id 1186 GTF74 RS01320 WP 000788426.1 SATANQLENIDFRVNKEKAAVLIVELASPSAVVDVQKVQEGLSIELLKTDVADDKLYLLDVKDFSTPVESVEVFRKEPST 112
NTDB id 1175 A1552VC RS12105 WP 000788426.1 SATANQLENIDFRVNKEKAAVLIVELASPSAVVDVQKVQEGLSIELLKTDVADDKLYLLDVKDFSTPVESVEVFRKEPST 112
NTDB id 1408 DSB67 RS13980 WP 010643500.1 EVQSNSLKSIDFRTNKDKDAVIVVELVSPAAIVDIKRVQEGLSIDLLNTSVKDDQLYLLDVKDFSTVVESVEVFRDTSTT 113
consensus * * * * ***** *** * * * * * * * ** *** **



logo

S
Q
R
V

M
L
I
S
V
T
A
V
I
E
Y
L
T
Q

I
P
V
S
T
D
K
S

E
N
G
L
R
E
D
S

I
F
Y
D
S
M
Q
E
G

K
Y
H
L
S
F
K
D
M

W
A
V
Y
P
R
F
T
Y
L
Q
T
K
V
A
L

D
I
T
C
K
N
E

K
N
G
L
Q
R
Y
K
Y
L
F
F
M
T
L
Y
E
I
V
D
C
V
S

I
K
Q
F
L
V

V
C
I
F
K

V
L
P
R

H
M
L
P
A
G
L
S
Q
T

T
A
I
D
K

E
V
L
H
F
K
N
S
K
E
A
P
V
E
D
N
A
S
I
P
E

E
Y
V
K
R

A
L
R
P
T
Q

D
N
P
R
A
K
S

D
N
S
L
P
K

I
L
Y
K
D
N
Q
S
K
I
N
T
V
K

F
V
P
L
Q

A
D
E
K
V
N

I
F
T
K
Y

D
E
S
T

D
N
G
R
N
E
K
C
L
K
R

F
L
I
F
S
V
I
L
R
D
N
L
F
E
S
Q
N
Q
D
A
I
D
S
E
P
I
L
V
A
R
A
Q
S
N
R

T
VLEQHQL ILAFDQYFSQNTNQDGLFVINI

M
LVI

M
T
A
V
G
A
S
E
D
I
R
T
K
S
L
V

NTDB id 1193 PAKAF RS26665 WP 003161249.1 SITIEPSGLYDYLVYQTDNRLTVSIKPMTT..EDAERRKKDNFAYTGEKLSLNFQDIDVRSVLQLIADFTDLNLVASDTV 314
NTDB id 1009 ACIAD RS15175 WP 004923730.1 VISIQSTGSYEYMAYQAENKLTISLKRPQD..NV.RLNSKNNQNYTGKKISLDFQDIEVRRVLQLLADFTNINMVTADSV 295
NTDB id 1039 H0N27 RS01460 WP 031993779.1 VITIQSSGSYEYMAYQAENKLTISLKRPQD..KN.VTSLYKTPNYSGNKLSLDFQDIEVRRVLQLLADFTGINMVAADSV 294
NTDB id 1052 ABD1 RS15850 WP 001017033.1 VITIQSSGSYEYMAYQAENKLTISLKRPQD..KN.VTSLYKTPNYSGNKLSLDFQDIEVRRVLQLLADFTGINMVAADSV 294
NTDB id 1347 HI 0435 AAC22094.1 ..........MKKYFLKCGYFLVCFCLPLIVFANP........KTDNERFFIRLSQAPLAQTLEQLAFQQDVNLVIGDIL 62
NTDB id 1373 NTHI RS02645 WP 011272046.1 ..........MKKYFLKCGYFLVCFCLPLIVFANP........KTDNECFFIRLSQAPLAQTLEQLAFQQDVNLVMGERL 62
NTDB id 1284 ACE17W RS12370 WP 010946666.1 RMTILSKGDYGHFVYQVNKQFMVDVFPLTA..EEIRQAKLKKQVFTGKRISLNFQNISIRAVLQLLADFTGINMVVSDKV 303
NTDB id 1257 GCO85 RS04855 WP 163621000.1 RMTILSKGDYGHFVYQVNKQFMVDVFPLTA..EEIRQAKLKKQVFTGKRISLNFQNISIRAVLQLLADFTGINMVVSDKV 303
NTDB id 393557 FIV01 RS01140 WP 152429375.1 ......KNRIGKSWPLLIGLFFYCQFVHAKEHSPSYQDNIQKVDISDRRLSVNFEDIPVRSVLQHIADYSDVNIVVSDSV 76
NTDB id 1186 GTF74 RS01320 WP 000788426.1 QLVVTVDGEFQHDYT.LKGKYLEVVI..SKLKADEKPKPKSVLEKEGKLISINFQDIPVRNVLQLIADYNGFNLVVSDSV 189
NTDB id 1175 A1552VC RS12105 WP 000788426.1 QLVVTVDGEFQHDYT.LKGKYLEVVI..SKLKADEKPKPKSVLEKEGKLISINFQDIPVRNVLQLIADYNGFNLVVSDSV 189
NTDB id 1408 DSB67 RS13980 WP 010643500.1 RLVAYIDEDYSHDYR.LTGRYLEVKV..GKLKANEKAPDKSILDKEGKLISINFQDIPVRNVLQLIADYNQFNLVVSDSV 190
consensus * * * * * **** * ************ ** *!***!*** *!*!*****

logo

S
V
E
Q
N
G
K
S
D
N
V
L
I
S
TLHKRLQDKNGNDI

V
Y
D
P
M
W
S
P
Q
D
R
Q
L
V
ALKQDLMIVIALLTQKSVTQKHNGLTDLKNRQKVR I

L
K
N
D
D
G
D
G
N
G
I
V
L
M
Y
I
Y
W
L
L
V
I
F
D
N
A
K
G
T
P
A
S
V
K
D
E
Q
S
A

D
S
E
A
I
G
M
L
A
N
I
D
A
F
L
K
I
S
A
M
R
D
E
R
E
K
D
G
E
Q

A
E
Q
V
A
L
A
E
K
S
K
A
I
N
A
G
V
Q

K
N
Q
R
A

T
Q
L
E
V
A
T
I
S

A
K
S
V
T
E

N
E
K
I
P
E
L
Q
E
P
G
A

E
S
D
H
P
I
L
S
K
V
R
Q

R
T
S
A
D
H
E
T
L
Y
I

V
I
A
L
K
Q

M
V
I
L
R
H
K
N
F
YANKATGASEDLI EMAEGVAK

NTDB id 1193 PAKAF RS26665 WP 003161249.1 QGNITLRLQNVPWDQALDLVLKTKGLDKRKLGNVLLVAPADEIAARERQELEAQKQIAELAPLRRELIQVNYAKAADIAK 394
NTDB id 1009 ACIAD RS15175 WP 004923730.1 QGNITLHLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVSELIKSEEDEAKAIAQSTKLAPLQTEYILLKYAKAADIEK 375
NTDB id 1039 H0N27 RS01460 WP 031993779.1 QGNITLRLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVAELIKAEEEEAKAVAQSVKLAPLQTEYIQLKYAKAGDIMG 374
NTDB id 1052 ABD1 RS15850 WP 001017033.1 QGNITLRLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVAELIKAEEEEAKAVAQSVKLAPLQTEYIQLKYAKAGDIMG 374
NTDB id 1347 HI 0435 AAC22094.1 ENKISLKLNNIDMPRLLQIIAKSKHLTLNKDDGIYYLNGSQSG....KGQVA.GNLTTNEPHLVSHTVKLHFAKASELMK 137
NTDB id 1373 NTHI RS02645 WP 011272046.1 EGNISLKLNNIDMPRLLKIIAKSKHLTLNKDDGVYYLNGSQSG....KGQVA.GNLTTNEPHLVSHTVKLHFAKASELMK 137
NTDB id 1284 ACE17W RS12370 WP 010946666.1 QGDITLRLNDIPWDQALDIILTTQGLDKRRKGNVMLIDTKASMDKMEEEQLKSQQTIEKLEPIRSDLIQINYAKAADIAV 383
NTDB id 1257 GCO85 RS04855 WP 163621000.1 QGDITLRLNDIPWDQALDIILTTQGLDKRRKGNVMLIDTKASMDKMEEEQLKSQQTIEKLEPIRSDLIQINYAKAADIAV 383
NTDB id 393557 FIV01 RS01140 WP 152429375.1 SGSVTLRLNDVYWSQLLDMILLVKGLDKRQIGDGLLVFKKSDANFID......NALVSEPQSLQSAIIAMRFANATEIAA 150
NTDB id 1186 GTF74 RS01320 WP 000788426.1 VGNLTLRLDGVPWQQVLDIILQVKGLDKRVDGNVILIAPKEELDLREKQALEKARLAEELGDLKSEIIKINFAKASDIAA 269
NTDB id 1175 A1552VC RS12105 WP 000788426.1 VGNLTLRLDGVPWQQVLDIILQVKGLDKRVDGNVILIAPKEELDLREKQALEKARLAEELGDLKSEIIKINFAKASDIAA 269
NTDB id 1408 DSB67 RS13980 WP 010643500.1 EGNLTLRLDGVPWQQVLDIILQVKGLDKRVDGNVILVAPKDELDLREKQQLEKQKLEKEIGELSSEIIKVNFAKASDIAE 270
consensus ****!*! *** * !**** ***!**** ******** ** * * ** * **** * *!*! ***

logo

I
S
M
L
F
L
I
N
Q
K
G
T
S
D
Q
G
D
V
K
T
E
G

A
R
T
S
G
S
N
D
S
N
G
S
G
T
N
Q
S
G
E
N
L
G
S
Q
N
HTSGGGTSTSTNGLSNATTGVEDPSLGDNSNAQS

N
V

I
T
N
V
G
T
N
S
K
M
L
E
L
G
S
G
S
D
E
P

H
A
RGAKTSMI STLFQIVDPTAEDRSTNALSTI

L
V
W
I
L

A
I
Y
N
Q
R

Q
E
D
P
Q
E
L
T
Q
S
G
A
P
D
E
R
Q
T

F
H
R
K
N
S

L
V
I
A
Q
D
E

A
N
E
Q
V

L
M
V
I
K
R
R
V
E
K
M
L
I
V
I
A
K
S
D
E

A
E
L
Q
S

M
LDKVIQP I

V
R
E
K

NTDB id 1193 PAKAF RS26665 WP 003161249.1 LFQSVTSDGGQEG..........................KEGGRGSITVDDRTNSIIAYQPQERLDELRRIVSQLDIPVR 448
NTDB id 1009 ACIAD RS15175 WP 004923730.1 LITQGRNSGTSNSN.........TNGSATVEPLGDSVGTLLSPRGTISLDPRTNTLIINDTSQKIDQIRKMIDLLDIPVK 446
NTDB id 1039 H0N27 RS01460 WP 031993779.1 LITQGSNNSNGLQHTSGGGTSTSTNLNTGVDSLGNNVGSLLSPRGTITQDDRTNTLIINDTAQSIDQIRKMIDLLDVQVK 454
NTDB id 1052 ABD1 RS15850 WP 001017033.1 LITQGSNNSNGLQHTSGGGTSTSTNLNTGVDSLGNNVGSLLSPRGTITQDDRTNTLIINDTAQSIDQIRKMIDLLDVQVK 454
NTDB id 1347 HI 0435 AAC22094.1 SLT.TG..............................SGSLLSPAGSITFDDRSNLLVIQDEPRSVQNIKKLIAEMDKPIE 186
NTDB id 1373 NTHI RS02645 WP 011272046.1 SLT.TG..............................SGSLLSSAGSITFDDRSNLLVIQDEPRFVQNIKKLIAEMDKPIE 186
NTDB id 1284 ACE17W RS12370 WP 010946666.1 LIKDK...............................QNSLLSDRGKISVDARTNTIWIQDTGTKIEEVRELIKQLDIPVK 432
NTDB id 1257 GCO85 RS04855 WP 163621000.1 LIKDK...............................QNSLLSDRGKISVDARTNTIWIQDTGTKIEEVRELIKQLDIPVK 432
NTDB id 393557 FIV01 RS01140 WP 152429375.1 ILGGDA..............................ATSMLSEHGAISVDTRTNALLIRDQATHIEAMKVIISALDVPVK 200
NTDB id 1186 GTF74 RS01320 WP 000788426.1 MIGGEG..............................NVNMLSERGSISIDERTNSLLIRELPDNIAVIREIIESLDIPVK 319
NTDB id 1175 A1552VC RS12105 WP 000788426.1 MIGGEG..............................NVNMLSERGSISIDERTNSLLIRELPDNIAVIREIIESLDIPVK 319
NTDB id 1408 DSB67 RS13980 WP 010643500.1 MINGEG..............................NISMLSDRGSMTIDERTNSLLIRELPENIEVIREIIESLDIPVK 320
consensus ** **** *!****!*!*!****** ** ** ** *!****



logo Q
I
V
A
L
M
Q

V
I EAR IVSERTLIAVKNSTVDKTEDESGDYSNFDMVTSLDEQKSDEMILG I

V
K
RWGFGVIANTFMSLTYNRSHITQPKGNTEHIGTSNQWNSNGSANYRHNRSTLVLASVGYGTGSKSILDTENSTGATNLAISWGTQNKILKGRDNELELYPSAKNDDGEMGLGNACESKRNDGDPETDIATAGPTGSGCGYKTFYPTGTAITDNSGSFVESTEFVGNSEPKLVRI SAEPDPERDSRFNPLFNLVNDFL

NTDB id 1193 PAKAF RS26665 WP 003161249.1 QVMIEARIVEANVGYDKSLGVRWGGAYHKGNWSG....YGKDGN.IGIKDEDGMNCGPIAGSCTFPTTGTSKSPSPFVDL 523
NTDB id 1009 ACIAD RS15175 WP 004923730.1 QVMIEARIVRATTSFSKEMGVKWGILSQGINQNSNLLVGGSETTLWNLRNPD...SN.....GTYTI...ERPDNLNVDL 515
NTDB id 1039 H0N27 RS01460 WP 031993779.1 QVMVEARIVRASTSFTKELGVKWGILSQGITNNNNLLVGGSETTLWNLREPK...KDETTGGYKYTI...ERPDNLNVDL 528
NTDB id 1052 ABD1 RS15850 WP 001017033.1 QVMVEARIVRASTSFTKELGVKWGILSQGITNNNNLLVGGSETTLWNLREPK...KDETTGGYKYTI...ERPDNLNVDL 528
NTDB id 1347 HI 0435 AAC22094.1 QIAIEARIVTITDESLKELGVRWGIFNPTEN..ARRVAGSLTGN.......................SFENIADNLNVNF 241
NTDB id 1373 NTHI RS02645 WP 011272046.1 QIAIEARIVTITDESLKELGVRWGIFNPTEN..ARRVAGSLTGN.......................SFENIADNLNVNF 241
NTDB id 1284 ACE17W RS12370 WP 010946666.1 QVLIEARIVEVTKDFSQDIGIRWGVSRPTH......LSGTLEGA.......NELARGTAP......ANVVPLERRLNLDL 493
NTDB id 1257 GCO85 RS04855 WP 163621000.1 QVLIEARIVEVTKDFSQDIGIRWGVSRPTH......LSGTLEGA.......NELARGTAP......ANVVPLERRLNLDL 493
NTDB id 393557 FIV01 RS01140 WP 152429375.1 QVQIEARIVSLSEGDVQELGVRWGINTIKGN...YTLGGSIENNLSNIRLYSEG..............ESSIDDFLNVDL 263
NTDB id 1186 GTF74 RS01320 WP 000788426.1 QVQIEARIVTVKEGNLEELGVRWGVMSTNGS...HSVGGSIESNLWQKGLLAD..............DEFPVDEFLNVNL 382
NTDB id 1175 A1552VC RS12105 WP 000788426.1 QVQIEARIVTVKEGNLEELGVRWGVMSTNGS...HSVGGSIESNLWQKGLLAD..............DEFPVDEFLNVNL 382
NTDB id 1408 DSB67 RS13980 WP 010643500.1 QVQIEARIVTINEGNMDELGVRWGFTSINGS...HTVGGSIENNLATIGLYDGGGEGDDG......GSSVGIDDFLNVNL 391
consensus !* *!!!!! ** **!**!!* * * **** ** * * *****

logo

S
G
A
S
T
A
V

K
V
A
S
T
D
N
P
T
S

LTGNP
T
A
G
P
N
T

T
P
A
T
A
G
S
G
T
S
V
IGALIFAGQFLVI

A
S
K
T
I
M
L
D
G
N
S

D
S
N
D
G
V
R
F
I
T

I
M
LLDLQELSAMLEQKQNSARTDENSGKNRYVGAELVIVIASQTSPKRVLVLMI STSATDNQKEKQKSAPTASVKYVI LKAEKSTQGSVEQTQEVIPYI

L
Q
V
S
E
T
A
S
A
N
S
T
T
N
S
R
S
NDA
G
T
AGSTQSATASTTV

NTDB id 1193 PAKAF RS26665 WP 003161249.1 GAKD...A.TSGIGIGFI.TD.NIILDLQLSAMEKTGNGEIVSQPKVVTSDKETAKILKGSEVPYQEASSS.GA...TST 593
NTDB id 1009 ACIAD RS15175 WP 004923730.1 GVTT...TGASSIAFGLISLS.DFMLDLELSALQADGYGEVISTPKVMSADKQKAKVATGVEVPYQSTTNS.AAGSTATT 590
NTDB id 1039 H0N27 RS01460 WP 031993779.1 GVSN...P.AGSIAFGLISMS.DFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQSTTNS.AAGSTATT 602
NTDB id 1052 ABD1 RS15850 WP 001017033.1 GVSN...P.AGSIAFGLISMS.DFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQSTTNS.AAGSTATT 602
NTDB id 1347 HI 0435 AAC22094.1 ATTT...TPAGSIALQVAKIN.GRLLDLELSALERENNVEIIASPRLLTTNKKSASIKQGTEIPYIVSNTRNDT...QSV 314
NTDB id 1373 NTHI RS02645 WP 011272046.1 ATTT...TPAGSIALQVAKIN.GRLLDLELSALERENNVEIIASPRLLTTNKKSASIKQGTEIPYIVSNTRNDT...QSV 314
NTDB id 1284 ACE17W RS12370 WP 010946666.1 AAAPLTGATPASVGIALAKLNDNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGEEIPYQEATSS.GA...TAV 569
NTDB id 1257 GCO85 RS04855 WP 163621000.1 AAVPLTGATPASVGIALAKLNDNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGEEIPYQEATSS.GA...TAV 569
NTDB id 393557 FIV01 RS01140 WP 152429375.1 SVAS...NTASTIAFQVAKLSSGVLLDLELSALQRESRAEVISSPRLITTNKQAAYIEQGTEIPYLEAASS.GA...TSV 336
NTDB id 1186 GTF74 RS01320 WP 000788426.1 ASTS...ANASSIAFQVAKLGSGTLLDLELSALQNESKAEIISSPRLITTNKQPAYIEQGTEIPYLESSSS.GA...STV 455
NTDB id 1175 A1552VC RS12105 WP 000788426.1 ASTS...ANASSIAFQVAKLGSGTLLDLELSALQNESKAEIISSPRLITTNKQPAYIEQGTEIPYLESSSS.GA...STV 455
NTDB id 1408 DSB67 RS13980 WP 010643500.1 AATS...PNATSIAFQVAKLGSDTLLDLELSALQQESKAEIISSPRLITTNKKPAYIEQGTEIPYLESSSS.GA...TSV 464
consensus * ** * **** **** *!!!*!!!** * *!****!******** ! * !***!! ***** ** ***

logo

N
T
E
A
SFRKDEKAALVLGSLNEKVTPNHSQI STAKPDGNNKRLI IQVLVMLEKDVLNDKLQS IVANSTNKQNDATRS IRVPDNASGYEGPQSRTVQNYATVMFKALYTGLPVQTPGNGEEVAAPLVPIASLI INDKTKNQTNREVIQGNATKNQI

VFLAVDKNDNGQETI
V
I
V
I
LGGI

V
Y
F
S
H
K
E
Q

N
D
H
Q

E
D
S
T
Q
V
K
T
I
M
S
T
N
D
K
N
A
V
S
E
I
Q
V
E
N
T
D
R
K
I
V

NTDB id 1193 PAKAF RS26665 WP 003161249.1 SFKEAALSLEVTPQITPDNRIIVEVKVTKDAPDYQNM..LNGVPPINKNEVNAKILVNDGETIVIGGVFSNEQSKSVEKV 671
NTDB id 1009 ACIAD RS15175 WP 004923730.1 SFKEALLSLEVTPNITPDGKILMELNIANDSINS.YA..QNGEAILNKNTINTNVLVNNGETVVLGGVFEQTTNNAVTKV 667
NTDB id 1039 H0N27 RS01460 WP 031993779.1 SFKDALLSLNVTPSITPDGKIQMKLDISKDSVAG.AA..PNGELILNKNNINTNVLVDNGETVILGGVFEQTTMNSQTKV 679
NTDB id 1052 ABD1 RS15850 WP 001017033.1 SFKDALLSLNVTPSITPDGKIQMKLDISKDSVAG.AA..PNGELILNKNNINTNVLVDNGETVILGGVFEQTTMNSQTKV 679
NTDB id 1347 HI 0435 AAC22094.1 EFREAVLGLEVTPHISKDNNILLDLLVSQNSPGSRVAYGQNEVVSIDKQEINTQVFAKDGETIVLGGVFHDTITKSEDKV 394
NTDB id 1373 NTHI RS02645 WP 011272046.1 EFREAVLGLEVTPHISKDNNILLDLLVSQNSPGSRVAYGQNEVVSIDKQEINTQVFAKDGETIVLGGVFHDTITKSEDKV 394
NTDB id 1284 ACE17W RS12370 WP 010946666.1 AFKKAVLSLKVTPQITPDGKILMDLQINQDTPSPQTFLGVP...AIITKEIQTNVLVNNGQTIVLGGIYKQDKNKVINRI 646
NTDB id 1257 GCO85 RS04855 WP 163621000.1 AFKKAVLSLKVTPQITPDGKILMDLQINQDTPSPQTFLGVP...AIITKEIQTNVLVNNGQTIVLGGIYKQDKNKVINRI 646
NTDB id 393557 FIV01 RS01140 WP 152429375.1 NFKKAVLSLKVTPQITADNRLILDLKVTQDRPGQVVKTGTGEAVAIDTQRIGTQVLVNDGETIVLGGIYQHSVSDAVDKV 416
NTDB id 1186 GTF74 RS01320 WP 000788426.1 AFKKAVLSLKVTPQITPDNRLVLDLSVTQDRRGETVKTGTGEAVSIDTQRIGTQVLVNNGETVVLGGIFQHSINNSVDKV 535
NTDB id 1175 A1552VC RS12105 WP 000788426.1 AFKKAVLSLKVTPQITPDNRLVLDLSVTQDRRGETVKTGTGEAVSIDTQRIGTQVLVNNGETVVLGGIFQHSINNSVDKV 535
NTDB id 1408 DSB67 RS13980 WP 010643500.1 TFKKAVLSLKVTPQITPDNRLVLDLSVTQDRPGQVVKTGTGEAVAIDTQRIGTQVLVNNGETVVLGGIFQHSITNSVDKV 544
consensus !* !*!*! !!!*!**!******* ******* * * * * *********!*!***!!** * *****



logo PFLFLGEDI
LPLYVI

L
V
K
G
G
I
A
RLFKSRNKRERSDTATQSVYQVIKENRQSTEVHLDMARDKQGNKENQRSELVLVI FLIVTPTHKRLVIMLIVKITNPADNQQAGTAIEL IVASTAGILR I

E
T
N
G
A
T
H
R
I
L
E
K
G
Q
K
R
E
S
A
E
K
D
G
K
V
K
Y
K

NTDB id 1193 PAKAF RS26665 WP 003161249.1 PFLGELPYLGRLFRRDTVTDRKNELLVFLTPRIMNNQAIAIGR......... 714
NTDB id 1009 ACIAD RS15175 WP 004923730.1 PFLGDLPYVGRLFKKTAKSEAKNELLIFVTPRIVNDTIVGNH.......... 709
NTDB id 1039 H0N27 RS01460 WP 031993779.1 PFFGDIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH.......... 721
NTDB id 1052 ABD1 RS15850 WP 001017033.1 PFFGDIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH.......... 721
NTDB id 1347 HI 0435 AAC22094.1 PLLGDIPVIKRLFSKESERHQKRELVIFVTPHILKAGETLEALKQKSEGKK. 445
NTDB id 1373 NTHI RS02645 WP 011272046.1 PLLGDIPVIKRLFSKESERHQKRELVIFVTPHILKAGETLEALKQKSAGKK. 445
NTDB id 1284 ACE17W RS12370 WP 010946666.1 PFFGELPVVGILFSNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 1257 GCO85 RS04855 WP 163621000.1 PFFGELPVVGILFSNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 393557 FIV01 RS01140 WP 152429375.1 PLLGDIPLLGGLFRRSYQQMGKSELLIFVTPTLITP................ 452
NTDB id 1186 GTF74 RS01320 WP 000788426.1 PLLGDLPVLGALFRRTYEQMGKSELLIFVTPKVVIQ................ 571
NTDB id 1175 A1552VC RS12105 WP 000788426.1 PLLGDLPVLGALFRRTYEQMGKSELLIFVTPKVVIQ................ 571
NTDB id 1408 DSB67 RS13980 WP 010643500.1 PLLGDLPLLGALFRRSYENVGKSELLIFVTPKVVIQ................ 580
consensus ! *!**!*** !!** * !!**!*!!***

X non conserved

X similar

X ≥ 50% conserved


