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NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGA...................PYDEGYGQSQEAYQRPA 133
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGA...................PYEEGYGQSQEAYQRPA 133
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGMPAQGGMN...VP....AQQGSWG.............. 139
NTDB id 39350 ALIDE RS21315 WP 013521028.1 EGSLRTRKWTDQSGQERYTTEIRA....DTMQMLGSRQGQGGAGGG.............YDDGGYGEGGGYEAPRRAAPA 141
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQG....DVLQMLDSRSSGGDFGGNQGSGWNQAPAQTNYNQGGYSDNYAQNNNFN.... 150
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NTDB id 1131 NGFG RS05740 WP 003695064.1 QQSRQPAPDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1103 NMB RS07590 WP 002212976.1 QQSRQPASDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1166 A1552VC RS00795 WP 000168289.1 .QPQQPAKQ.HQPMQQSAPQQYSQPQYNE.PPMDFDDDIPF 177
NTDB id 39350 ALIDE RS21315 WP 013521028.1 PRPAPPAAR.PAP....APAPAAQPPRAASGFDDMDDDIPF 177
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ...GGNATR.PQP....AQKPAAQ...AEPPMDNFDDDIPF 180
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