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VLSAAAIALVIPAQYKQDNYTVTAKRKASQEAGVAIASTGESVAGFLKAASTNLTVIAKNRTGPSAL ILQKTDPTNLVAIDGEAELDAHWYALRYI SQADENRTGRNEW
GSVFKPNSAAGTATGALTGEISVTDAGTANTAKTVADIKTG

NTDB id 1191 AAC28468.1 484..945( ) ...MLKKVQKGFTLIELMIVIAIIGILAAIALPAYQDYTARAQATEGFKATAGLQTDLGAWRADRGSFPNAAALVAGNVI 77
NTDB id 1184 GTF74 RS02335 WP 000649326.1 MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIATEGSFPATTAGT..AAG 78
NTDB id 1167 A1552VC RS11065 WP 000649326.1 MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIATEGSFPATTAGT..AAG 78
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIATEGSFPATTAGT..AAG 78
NTDB id 1192 PAKAF RS23870 WP 024947914.1 .....MKAQKGFTLIELMIVVAIIGILAAIAIPQYQNYVARSEGASALASVNPLKTTVEEALSRGWSVKSGTGTEDATKK 75
NTDB id 393492 FIV04 RS12220 WP 152469276.1 .MKKRQTKQKGFTLIELMIVVAIIGILSAIAVPAYKDYVAKSAASSALATLRSLLTNADLYAQNN.........SATTTD 70
NTDB id 1292 VP RS12235 WP 005479693.1 MKHSKQKKQQGFTLIELMIVVAIIGVLAAAAIPAYQNYVTRSEVTSGLATVKALITPAELHYQENG........IAAAAT 72
consensus ** *** !*!!!!!!!!!!*!*!!*!*!*!*!*!**!* ***** *** * *!*!******* **** ** * **
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NTDB id 1191 AAC28468.1 484..945( ) FDSANGLDGKYFAPGGVTVTPD........TGAINIAFDAGAN..AGKTMTITPTVIAASGQISTWTCAPGAANGIETRR 147
NTDB id 1184 GTF74 RS02335 WP 000649326.1 FTRL.GTVEDMGD.GKIVIAPT...ASGALGGTIKYTFDAGV..VSSSKIQLA.....RDAN.GLWTCSTTVTSEIA... 142
NTDB id 1167 A1552VC RS11065 WP 000649326.1 FTRL.GTVEDMGD.GKIVIAPT...ASGALGGTIKYTFDAGV..VSSSKIQLA.....RDAN.GLWTCSTTVTSEIA... 142
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 FTRL.GTVEDMGD.GKIVIAPT...ASGALGGTIKYTFDAGV..VSSSKIQLA.....RDAN.GLWTCSTTVTSEIA... 142
NTDB id 1192 PAKAF RS23870 WP 024947914.1 EVPL.GVAADANKLGTIALKPDP..ADGTADITLTFTMGGAGPKNKGKIITLT.....RTAADGLWKCTSDQDEQFI... 144
NTDB id 393492 FIV04 RS12220 WP 152469276.1 LANF.GGSSTMNPLGTISASVVGAGAASTATSTLTFTFSTGE.AA.SGNIQFS.....KTPV.TPWVCANNTSPAIE... 138
NTDB id 1292 VP RS12235 WP 005479693.1 LAQL.GVDVAANDLGAIDSALAGG......SPTLTFTFDADS.SIDGGILTFT.....RDAA.TGWSCLP.TAPAIA... 134
consensus * * ! ** * ! * *** * * *** ****** * * **** **** **!*!** * **
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NTDB id 1191 AAC28468.1 484..945( ) LPTSCQ*..... 153
NTDB id 1184 GTF74 RS02335 WP 000649326.1 .PKGCTAGATIN 153
NTDB id 1167 A1552VC RS11065 WP 000649326.1 .PKGCTAGATIN 153
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 .PKGCTAGATIN 153
NTDB id 1192 PAKAF RS23870 WP 024947914.1 .PKGCSK..... 150
NTDB id 393492 FIV04 RS12220 WP 152469276.1 .VDGCS...... 143
NTDB id 1292 VP RS12235 WP 005479693.1 .VDGCS...... 139
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