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MRLCPRFSLDLLVKVKKLVNFVTLGFSCLSPTHAWRSPQSFTESNTL IMFRFYRKQKFKRLQNSTLMALAFLAVLS IL ITPLVTI
L
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T

NTDB id 393490 FIV04 RS12015 WP 152469256.1 ................................................MFRFYRKQKFKRLQSTLMLAFLVLSLTPVTLI 32
NTDB id 1143 A1552VC RS01965 WP 001883436.1 MRLCPRFSLDLLVKVKKLVNFVTLGFSCLSPTHAWRSPQSFTESNTLIMFRFYRKQKFKRLQNTLMAAFLALSIIPLTIT 80
consensus ************************************************!!!!!!!!!!!!!! !!! !!! !!* !*!*

logo ALVFFLHQSHSKQDLEQEQQSTSHYLVSVRDNTKQQQI
V IDYLMMQAKQESEQVI

MGFVRSELAI
YASGGRFYGL IVNAFQRLDGLVDS I EAEARESHNAQ

NTDB id 393490 FIV04 RS12015 WP 152469256.1 AVFFLQSHSQDLQEQSTSHLVSVRDTKQQQIIDYLQAQESQVIGFVRSELAIASGGRFYGLINAFQRLGLDIEEARSNAQ 112
NTDB id 1143 A1552VC RS01965 WP 001883436.1 ALFFLHSHSKDLEQQSTSYLVSVRDNKQQQVIDYMMAKESEVMGFVRSELAYASGGRFYGLVNAFQRLDVSIEAAREHAQ 160
consensus !*!!!*!!! !! !!!!*!!!!!! !!!!*!!!* ! !! !*!!!!!!!! !!!!!!!!!*!!!!!! * !! !! *!!

logo QRYIQTGSGDNEQI
VKTS IVLPEQSSSYVGSERYRLLHKRYHNWAYLEL ILKRASDFDDI

VLLVDIDNGNVAVYS IVFYKQYDNFYGTNLLTGKYKQ
NTDB id 393490 FIV04 RS12015 WP 152469256.1 QRYIQGSGNEVKTSILPESSSYVGSERYRLLHKRYHNAYLELIKRADFDDVLLVDINGNVAYSVFKQDNYGTNLLTGKYK 192
NTDB id 1143 A1552VC RS01965 WP 001883436.1 QRYITGSGDQIKTSVLPQSSSYVGSERYRLLHKRYHWAYLELLKRSDFDDILLVDIDGNVVYSIYKYDNFGTNLLTGKYQ 240
consensus !!!! !!! *!!!*!! !!!!!!!!!!!!!!!!!! !!!!!*!! !!!!*!!!!! !!! !!**! !!*!!!!!!!!!

logo DSTNLGHLTFKQKRLAEKQDTVNTEKQRKTNEDFYTPVI
V
I
VSDFLVDQEDNGKQSYAWLGAP I IVQQGYLHSYAMFRLP I

SNAGITKL IADEGLNSKSNSPSNSM
NTDB id 393490 FIV04 RS12015 WP 152469256.1 DSNLGLTFQKLAKDVTEKRKTNEDYTPVIVSDFLDENGKQSAWLGAPIVQQGYLHSYAMFRLPINGITKLIADLNKSSNM 272
NTDB id 1143 A1552VC RS01965 WP 001883436.1 DTNLGHTFKRLEQTVNEQRKTNEDFTPVVISDFVQEDGKQYAWLGAPIIQQGYLHSYAMFRLPSNAITKLIAEGSSNPSM 320
consensus !*!!!*!! *! ! ! !!!!!!*!!!**!!!* ! !!! !!!!!!!*!!!!!!!!!!!!!! !*!!!!!!* * !

logo QTI
LLVGQSDHLRPSRSTLATHSASEQI
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V
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LSKLAEVI

VDKLALASGEKRTAVGTFYNTNSTDSDGEQAQI IAAYAP I ENLDKNYAIHNWALVVELPEKEAFAR I
V
H
RQ

NTDB id 393490 FIV04 RS12015 WP 152469256.1 QTLLVGSDHLPRSLAHSQQAIDLSLEVIDKALAGETAVGTFNNSSDQAIIAAYAPIELDYANWALVVELPEKEAFARIHQ 352
NTDB id 1143 A1552VC RS01965 WP 001883436.1 QTILVGQDHRSRTLTSAEIAVEKSKAVVDLALSGKRAVGTYTNTDGEQIIAAYAPINLKNIHWALVVELPEKEAFARVRQ 400
consensus !!*!!! !! *!*! * !** ! !*! !! ! !!!!* !* !!!!!!!! ! *!!!!!!!!!!!!!!!**!

logo LEKI
LFVFIAVMLTAIVLVFVI

VASHYLSNF ITSPLLKLTWAAEKRVSAGDLDEAMINTERKDE IGRLAVSFERMQRS IREKI
M
G
SL I

NTDB id 393490 FIV04 RS12015 WP 152469256.1 LEKIFVIVMLTAIVLVFVASHYLSNFITSPLLKLTWAAEKVSAGDLDEAMINTERKDEIGRLAVSFERMQRSIREKMGLI 432
NTDB id 1143 A1552VC RS01965 WP 001883436.1 LEKLFVFAMLTAIVLVVIASHYLSNFITSPLLKLTWAAERVSAGDLDEAMINTERKDEIGRLAVSFERMQRSIREKISLI 480
consensus !!!*!! !!!!!!!! *!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!* !!

logo KSQNEKELEDSNLKL ITIQRKQNDEELQLANKLKDEFLATTSHELRTPLHGMI
VGIAEAL I SGANGP IPSAANHQKYQLDI I INSSGQRLA

NTDB id 393490 FIV04 RS12015 WP 152469256.1 KSQNEELEDNLKTIQKQNEELQLANKLKDEFLATTSHELRTPLHGMVGIAEALISGANGPIPANQKYQLDIIINSGQRLA 512
NTDB id 1143 A1552VC RS01965 WP 001883436.1 KSQNKELESNLLIIRKQNDELQLANKLKDEFLATTSHELRTPLHGMIGIAEALISGANGPISAAHKYQLDIIISSGQRLA 560
consensus !!!! !!! !! ! !!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!*! *!!!!!!!! !!!!!!



logo TLVDDLLDYHKMRYGASLDIKQKRCSAVDLSASATRSLVLELSHHLLGKSKPTI
LR I INQVPSAEDQLPGVLWVSASDPQRLEQVLMYNL IVGNAIKY

NTDB id 393490 FIV04 RS12015 WP 152469256.1 TLVDDLLDYHKMRYGSLDIKKSAVDLSAATSLVLELSHHLLGSKPIRIINQVPADLGLVSSDPQRLEQVMYNLVGNAIKY 592
NTDB id 1143 A1552VC RS01965 WP 001883436.1 TLVDDLLDYHKMRYGALDIQRCAVDLSSATRLVLELSHHLLGKKTLRIINQVSEQPVWVSADPQRLEQVLYNLIGNAIKY 640
consensus !!!!!!!!!!!!!!! !!! **!!!!! !! !!!!!!!!!!! !**!!!!!!* * !! !!!!!!!!*!!!*!!!!!!

logo TSEGKIV I SASTVYIDDKNI
VRVQVVDTGQGIPAEHQLEHI FEPL IQAGHQDASRSYRQGAGLGLS I SRQL I ELMGHGSTLYVSSQPMV

NTDB id 393490 FIV04 RS12015 WP 152469256.1 TSEGKIVISASVIDDNIRVQVVDTGQGIPAEHLEHIFEPLIQAGQDASSYRQGAGLGLSISRQLIELMGGSLYVSSQPMV 672
NTDB id 1143 A1552VC RS01965 WP 001883436.1 TSEGKIVISATYIDDKVRVQVVDTGQGIPAEQLEHIFEPLIQAGHDASRYRQGAGLGLSISRQLIELMHGTLYVSSQPMV 720
consensus !!!!!!!!!!* !!! *!!!!!!!!!!!!!!*!!!!!!!!!!!!*!!! !!!!!!!!!!!!!!!!!!!*!*!!!!!!!!!
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L
H
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VADDEPVNLRVLDSFLKRLEGYRVHRTA
NTDB id 393490 FIV04 RS12015 WP 152469256.1 GTTFSFTLPLATPEELEHYNESSNYSHFQAPEVLESGQQDNSEIHEDPDGPLLVIADDEPVNLRVLDSFLKLEGYRVRTA 752
NTDB id 1143 A1552VC RS01965 WP 001883436.1 GTTFSFTLPLASEEEIAQA.RLTELPHFQAPEVLDSELPEQSNLPENEHGPLLLVADDEPVNLRVLDSFLRLEGYRVHTA 799
consensus !!!!!!!!!!!**!!* * * * *!!!!!!!!*! ***! * ! **!!!!**!!!!!!!!!!!!!!!*!!!!!!*!!

logo

C
QDGHPEQTVI

LEAL I EKKREKPELLVLLDIMMPGMSGYQVCEKTLRKQETYDHAEQLP I IMLTALNQPSDEDRVRGFEAVGANDYLSKPFNKQEL
NTDB id 393490 FIV04 RS12015 WP 152469256.1 CDGPETIELIEKEKPELLLLDIMMPGMSGYQVCETLRKEYDHAQLPIIMLTALNQPEDRVRGFEVGANDYLSKPFNKQEL 832
NTDB id 1143 A1552VC RS01965 WP 001883436.1 QDGHQVLEAIKREKPELVLLDIMMPGMSGYQVCEKLRQTYDHAELPIIMLTALNQSDDRVRGFEAGANDYLSKPFNKQEL 879
consensus *!! *! ! *!!!!!*!!!!!!!!!!!!!!!! !! !!!! !!!!!!!!!!!**!!!!!!! !!!!!!!!!!!!!!!

logo AAR ITVAHLSTASKAELQRR I ENADQLQKQELKHRAMVEANSLLETQGRLLEQLESAPEAI ILC I
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NTDB id 393490 FIV04 RS12015 WP 152469256.1 AARITAHLSASKAEQRRIENDQLQQELKHRAMVEANLLETQGRLLEQLESAPEAIICIRDDQRIRFANEAAAKLFRRSQE 912
NTDB id 1143 A1552VC RS01965 WP 001883436.1 AARIVAHLTASKAELRRIENAQLQKELKHRAMVEASLLETQGRLLEQLESAPEAILCVKEGNKVRFANEAAARLFRRTPE 959
consensus !!!! !!!*!!!!! !!!!! !!! !!!!!!!!!! !!!!!!!!!!!!!!!!!!!*!*** ***!!!!!!!!*!!!!**!

logo QLKRSMNADEE I
L IAPKFYLNR I

V
D
EQAEHYCGENIDVYI

V
D
SDTVRQHRLVSASDI

VLKRLPEQGSGLDQATMYI FNVGGASVNASANR IHNNLETAVEALSS
NTDB id 393490 FIV04 RS12015 WP 152469256.1 QLKRSMADEIIAPKYLRVDQAHYCGEIDVYISDTRQRVSSDILKLPEGSGLDTMYIFNVGGAVNSNRINNLETAVEALSS 992
NTDB id 1143 A1552VC RS01965 WP 001883436.1 QLKRSNAEELIAPKFLNIEQEHYCGNIDVYVDDVRQHLSADVLRLPQGSGLQAMYIFNVGGSVNAARIHNLETAVEALSS 1039
consensus !!!!! !*!*!!!!*! **! !!!! !!!!* ! !!**! !*!*!! !!!! !!!!!!!! !! !!*!!!!!!!!!!!

logo YAFEGDKDKLQKQLKELGGEFTRLADKAASGEGYKQNSKQDELMRAEVLVEAMTNSALNVYWERSVSTGEQSTKFATFAEKQSGLWRVYLDRSTL
NTDB id 393490 FIV04 RS12015 WP 152469256.1 YAFEGDKDKLQQLKELGGEFTRLADKAAGEGKNKQELMREVLVEAMTNALVYWESVTGETKFAFAEKSGLWRVYLDRSTL 1072
NTDB id 1143 A1552VC RS01965 WP 001883436.1 YAFEGDKDKLQKLKELGGEFTRLADKASGEYQSKQDLMRAVLVEAMTSALNYWERVSGQSKFTFAEQSGLWRVYLDRSTL 1119
consensus !!!!!!!!!!! !!!!!!!!!!!!!!! !! !!*!!! !!!!!!! !! !!! !*! *!! !!! !!!!!!!!!!!!!



logo QTRTLDKYLR I
VETLPKTPRWRTVLNSSLDEFYI LEHCKEAQGTPERTHI EML

QRDKLQKLLTSE
NTDB id 393490 FIV04 RS12015 WP 152469256.1 QTRTLDKYLRVETLPKTPRWRTVLSSLEFILEHCKEQTPERTHIEMLRDKLQKLLTS. 1129
NTDB id 1143 A1552VC RS01965 WP 001883436.1 QTRTLDKYLRIETLPKTPRWRTVLNSLDYILEHCKEAGPERTHIEMQRDKLQKLLTSE 1177
consensus !!!!!!!!!!*!!!!!!!!!!!!! !!**!!!!!!! !!!!!!!! !!!!!!!!!!*

X non conserved

X similar

X ≥ 50% conserved


