
logo MQHQDEHSQPTFYFFFDYETWGTVNSPAKDRPSQFAGVRTDMQDFNI IGEPLVIYCQLPPANDYLPAPEAAL ITGR ITPQKAMNSQGLAPEP
NTDB id 393486 FIV04 RS08175 WP 152468827.1 MQHDSQPTYFFFDYETWGTSPAKDRPSQFAGVRTDQDFNIIGEPLVIYCQPPADYLPAPEAALITRITPQKAMSQGLPEP 80
NTDB id 1141 GTF74 RS08270 WP 001183680.1 MQQEHQPTFFFFDYETWGVNPAKDRPSQFAGVRTDMDFNIIGEPLVIYCQLPNDYLPAPEAALITGITPQKANSQGLAEP 80
consensus !!***!!!*!!!!!!!!! !!!!!!!!!!!!!!! !!!!!!!!!!!!!!*! !!!!!!!!!!!! !!!!!! !!!!*!!

logo EF IAKR IHAELSKTPNTI
T
N
SLGYNS IRFDDEVTRYTCYRNF IDPYAWSWQHNGNSRWDLLDVLMRACVHALRPDEGI EVWPENDEDEGFPT

NTDB id 393486 FIV04 RS08175 WP 152468827.1 EFIAKIHAELSKPNTTSLGYNSIRFDDEVTRYTCYRNFIDPYAWSWQNGNSRWDLLDVMRAVHALRPDGIVWPENEEGFP 160
NTDB id 1141 GTF74 RS08270 WP 001183680.1 EFIARIHAELSTPNTINLGYNSIRFDDEVTRYTCYRNFIDPYAWSWQHGNSRWDLLDVLRACHALRPEGIEWPENDDGFT 160
consensus !!!!*!!!!!! !!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!*!!*!!!!!*!! !!!!**!!*

logo SFKLEHLSVANGI EHESNAHDAMADVIATI ELMAKKVKAAQPKLMFDYFLFYNTMRHKRKLNTEL IVDIVNMQTPLMHVSGMLGKRECRHNY
NTDB id 393486 FIV04 RS08175 WP 152468827.1 SFKLEHLSVANGIEHENAHDAMADVIATIEMAKKVKAAQPKMFDYLYNMRHKRKLNELVDIVNMTPLMHVSGMLGKECNY 240
NTDB id 1141 GTF74 RS08270 WP 001183680.1 SFKLEHLSVANGIEHSNAHDAMADVIATIELAKKVKAAQPKLFDYFFTMRHKRKLTELIDIVNQTPLMHVSGMLGRERHY 240
consensus !!!!!!!!!!!!!!! !!!!!!!!!!!!!!*!!!!!!!!!!*!!! * !!!!!!! !!*!!!! !!!!!!!!!!!*!**!

logo TSWIVP I
MAWHPTNQNAVIV I

VDLAGKDPQTPLLELDATDEATLQRAERLYTKRHYESDELAGPDELPVP I
VKLVHQLNKCP I LAPAKTLTAENAEQ

NTDB id 393486 FIV04 RS08175 WP 152468827.1 TSWIVPMAWHPTNQNAVIVIDLAKDPTPLLELDTDALRERLYTKHSELGPDELPVPIKLVQLNKCPILAPAKTLTAENAE 320
NTDB id 1141 GTF74 RS08270 WP 001183680.1 TSWIVPIAWHPTNQNAVIVVDLGKDPQPLLELDAETLQARLYTRYEDLAPDELPVPVKLVHLNKCPILAPAKTLTAENAQ 320
consensus !!!!!!*!!!!!!!!!!!!*!!*!!! !!!!!! * ! !!!!** *!*!!!!!!!*!!!*!!!!!!!!!!!!!!!!!!

logo

K
TIG IDREQQCLAHNLANI

V
I
LREQHPE IREKL IVGTLVFYSQVEREFYENKQDEDSDVDSTQLYADGFFSPASDKRAAMDE I IRQTTAEPENNLAGASLADIRSFVADEK

NTDB id 393486 FIV04 RS08175 WP 152468827.1 TIGIDRQQCLANLAILREHPEIREKLIGLYSVEREYEKDDDVDTQLYDGFFSPSDKAAMDIIRQTEPNNLAALDISFADE 400
NTDB id 1141 GTF74 RS08270 WP 001183680.1 KIGIDREQCLAHLNVIRQHPEIREKLVTVFSQEREFNQESDVDSQLYAGFFSPADRAAMEIIRTTAPENLGSLAIRVADK 400
consensus !!!!! !!!!*! **! !!!!!!!!* **! !!!* * !!!*!!! !!!!! !*!!!*!!! ! ! !!* ! ! !!

logo R I EPLLFRYKRARHYPHWTLDTDESTEQQRKRWAANHCRDEFYFYERSNRLEEGYMLNLENLAVHEHEQANDEPKKMAI LKASVYHQYVEKLACS
NTDB id 393486 FIV04 RS08175 WP 152468827.1 RIEPLLFRYKARHYPWTLDESEQQKWANHCREFYESRLEEYMLNLENLAHEHENDEKKMAILKAVYQYVEKLAS 474
NTDB id 1141 GTF74 RS08270 WP 001183680.1 RIEPLLFRYRARHYPHTLTDTEQRRWAAHCRDYFERNLEGYMLNLENLVHEHQADPKKMAILKSVYHYVEKLAC 474
consensus !!!!!!!!!*!!!!!*!! **!! *!! !!!***! !! !!!!!!!! !!! !*!!!!!!! !!*!!!!!!*

X non conserved
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X ≥ 50% conserved


