
logo

MAEM
Q
Q
RPKLVLMLVDEDESTAETDSVLCAALVLMYKQRMQSTYVLAKTDPRELMDGPYIKDTI FHNHILAVEGYRTVGAERDEQAI

K
E
Q
T

F
L
S

F
I
E
G
T

Q
R
F
H
R

E
H
T

Y
P
Q
D
A
L
C
I
V

I
L
T
LDLKNRLPDGMTSGELMEDLVVLDKYAHWI

V
K
S
T

Q
E
K
N
E
S
Y

V
P
D
N
P

V
T
A
P
V
I

NTDB id 1045 H0N27 RS16330 WP 168727019.1 MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHVSQNYPNTPI 80
NTDB id 393485 FIV04 RS07505 WP 152468722.1 ...MRPKVLLVEDSTSLAVLYKQYVKDEPYDIFHVETGAEAKTFIERHTPQLVILDLKLPDMSGEEVLDWITENEVPTAV 77
NTDB id 1157 A1552VC RS03895 WP 001888250.1 .........MVEDTASVAALYRSYLTPLDIDINIVGTGRDAIESIGRREPDLILLDLRLPDMTGMDVLYAVKEKSPDVPI 71
consensus * ***!*!* ****!** ** * *** ** ** *!* * * ******!!*!!!**!**** **** * ***

logo

A
I
V

F
I
V

A
L
MTAYHGNS IMVDTIA I

V
A
E
S

L
A
I
L
M

K
Q
R

A
H
RGAEFQDFVLEISKPCIVENQQADEVHRLDKRQTVLSTLVNQKLNHAI

L
K
N
R

K
R
Q
A
K
S
V
KLKEHNLDTVDETNIKSKEF

N

D
K
N

A
N
R

E
L
Q

A
E
N

F
N
Y

K
Q
L
G
L
F IGRSCSQLTP I

MQQALVRYI
K
R

A
TI

NTDB id 1045 H0N27 RS16330 WP 168727019.1 AVLTAYGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKV.EHDTT.....ENALENKLLIGRSLPIQQLRIAI 154
NTDB id 393485 FIV04 RS07505 WP 152468722.1 IIATAHGSVDIAVSLIQRGAEDFLEKPIQAERLKTSVQLHLKRA.KLENLVENIKSKFDREAFQGFIGSCLPMQAVYKTI 156
NTDB id 1157 A1552VC RS03895 WP 001888250.1 VFMTAHGSIDTAVEAMRHGAQDFLIKPCEADRLRVTVNNAIRKASKLKNDVD.....NKNQNYQGFIGSSQTMQAVYRTI 146
consensus ***!!*!**!*!* *** !! !!* !!*****!* *** ***** ******* ****!!*****!*****!

logo

K
D
K
S
A
I
VAPRSTSKQTAPS IVFVINTGESGTGKEVVCANELAVIHAKRAELSKNQRGRSEDGKPFVIA INCAGAIPKRTEDL IMESE I

LFGHKVKGSAFTGAATQTEDKRKQGLAI
A
E
L
M

A
Q
SADHGG

NTDB id 1045 H0N27 RS16330 WP 168727019.1 KKIARSQAPVFVTGESGTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILSAHGG 234
NTDB id 393485 FIV04 RS07505 WP 152468722.1 DSVAPTTASVFINGESGTGKEVCAEAIHKESQRRDKPFVAINCGAIPRDLMESEIFGHVKGAFTGATTDRKGAAMQAHGG 236
NTDB id 1157 A1552VC RS03895 WP 001888250.1 DSAASSKASIFITGESGTGKEVCAEAIHAASKRGDKPFIAINCAAIPKDLIESELFGHVKGAFTGAATERQGAAEAADGG 226
consensus ***! * !**!**!!!!!!!!!*!***!* !*! **!!*!!!!*!!!**!*!!!*!!!*!!*!!!!*****!*** !*!!

logo

S
TLFLDE I

L
A
CELMDEPLDESLMQKTVKLLRAF ILVQETKGKTI

F
Q
R
T

K
P
L
VGASDSTKQRME I

K
V

D
K
SVDFVRFIVVI SCASTHNQRDLPDLWKLLEVEQRQEGKRFRQEDLFYFYR I

L
V

Y
HVI

M
V

D
P
I
L
E
H
I

M
LPPLRAER

NTDB id 1045 H0N27 RS16330 WP 168727019.1 SLFLDEIAELPLSMQVKLLRAVQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILPPLRER 314
NTDB id 393485 FIV04 RS07505 WP 152468722.1 TLFLDELCEMELEMQKKLLRFLQTGTFTPLGATREVKVDVRIICATNRDPLLEVEEGRFREDLYYRVHVVPIEMPPLRER 316
NTDB id 1157 A1552VC RS03895 WP 001888250.1 TLFLDELCEMDLDLQTKLLRFIQTGTFQKVGSSKMKSVDVRFVCATNRDPWKEVQEGRFREDLYYRLYVIPLHLPPLRAR 306
consensus *!!!!!**!**!**! !!!!**!**** **!***** !!*!***!***!* **! *!*!!*!!**!**!*** *!!!!*!

logo GDESDI
V
I
L
V

E
L
T

I
L
C
A
K
N
Y

S
H
L
F
I
L
G
K
Q

F
I
K

I
M
Y

A
C
S

M
K
Q
E
D
E
W

E
G
T
K
D
K
P

P
F
V
K
Q
R
S

I
L
D
S
T

A
E
K

A
E
V
A
E
Q
V

E
T
V

L
R
Y

F
L
K
L
R

N
Q
Q
Y
E
H
P

F
WPGNVREQLRQNI

M
V

L
I
E
R
R
N
A
I
V

I
V
T
VLSNNEDEGARTENTVIDTI

K
L

D
E
S

H
M
I
L
HPPAP I

L
R
N
A
G
Q

M
N
T

G
I
S

A
G
P
R
SK

NTDB id 1045 H0N27 RS16330 WP 168727019.1 GEDVLLLANHFIQKICMEWETPPKQLTEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPLRANI.... 390
NTDB id 393485 FIV04 RS07505 WP 152468722.1 GSDIVTLCKHFLKIYAKQDGKKFKSIDKEAQVLLKNYPWPGNVRQLQNIIRNIVVLNNETNVTKEMI.PAPINGTGGRSK 395
NTDB id 1157 A1552VC RS03895 WP 001888250.1 GDDVIEIAYSLLGFMSKEEGKDFVRLSAEVVERFRQYEWPGNVRQLQNVLRNVVVLNEGREITLDML.PPPLNQMSAP.. 383
consensus !*!** ** *** * ***** ** ** ** **** *!!!!!*!*!*******!*** ****** !*!*** *

logo

I S
V
N
TPFIAKNSRVAAELQPS IVQETATVAAEPQVASKVPAKKPLAPTHPENQI EAATESSGPALK

T
N
V
G
S
D
E
V

H
G
E
L
S

E
I
F
R
Y
P
M
L
E
W
K
M
N

T
I ERKDEQI

A
L
I
E
L
Q

Q
NALI ENAHMTCHDW

GNI
R
V

L
P
T

L
N
RAAKTVKLYLDEGLMV

NTDB id 1045 H0N27 RS16330 WP 168727019.1 .SNPFASAAQSIQTTVAAPQAV.KKLP.................SEGLERYLENIEKDILLNALNMTHWNRTLAAKKLGM 451
NTDB id 393485 FIV04 RS07505 WP 152468722.1 IVTPIKRV.EPVQEAVAEPVSKPAPLTPEQIEAATESSGPALTNGDGSIRPMWKIEREAIQNAINHCDGNVLNAAVLLEL 474
NTDB id 1157 A1552VC RS03895 WP 001888250.1 ....INRA.L..............PLAHEN............KVSVHEIFPLWMTEKQAIEQAIEACDGNIPRAATYLDV 432
consensus ** ** ** ** * *! ** *** ***** *!**** *!** ***!* !! !**



logo

T
S
F
P
R
S
S
T
I
L
V

R
Y
Y
R
R
K
K
L
K
Q
A
K
T

F
W
E
G
N

A
E
L

D
E
K

D
T
V

K
E
E
T
Y

E
K
N

E
Q
A
E
K

E
V
R
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