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NTDB id 393362 GCS73 RS13385 WP 003635596.1 MEIFCFFIGILYRYTLHGLLPILILFIFFIIPRYANILFFLLGIFIATVHQSQNLPKGLPDVEVIPQVSIQGTIASIPLQ 80
NTDB id 1285 ACE17W RS10850 WP 010946363.1 MEIFCFLIGVLYAYTYNIYLTIAIPLLFYITPRYPIVLFFIAGCGFALIHQWIVSPKGMPDTQVITQAQLEGTIASIPMQ 80
NTDB id 1246 GCO85 RS03350 WP 061470007.1 MEIFCFLIGVLYAYTYNIYLTIAIPLLFYITPRYPIVLFFIAGCGFALIHQWIVSPKGMPDTQVITQAQLEGTIASIPMQ 80
consensus !!!!!!*!!*!!*!!****!*!*!***!*!*!!!***!!!**!***!**!!****!!!*!!**!!*!****!!!!!!!*!
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NTDB id 393362 GCS73 RS13385 WP 003635596.1 SPSKTLFLLALEQYDNHPAQGIIQLSWYNKAPKIHVGQRWKFKVKLKKPRNYLNPGSMDYVRSLATRHILWTGYIHSRGN 160
NTDB id 1285 ACE17W RS10850 WP 010946363.1 HPNKTQFHFAIEKINNNPAQGLIQLNWYNKPPVLRAGQRWQLSVKLKKPRNFHNPGGFNYVRYLAARHIHWTGYIRYRNN 160
NTDB id 1246 GCO85 RS03350 WP 061470007.1 RPNKTQFHFAIEKINNNPAQGLIQLNWYNKPPVLRAGQRWQLSVKLKKPRNFRNPGGFNYVRYLAARHIHWTGYIRYGNN 160
consensus !*!!*!**!*!***!*!!!!*!!!*!!!!*!****!!!!***!!!!!!!!* !!!***!!!*!!*!!!*!!!!!****!
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NTDB id 393362 GCS73 RS13385 WP 003635596.1 KQLPKVPSSFNWLELREQLSEQLGLLAPDQKTAGIVEALALNITTHIDQKSWDLFRRTGTTHLFGISGEHIALISGIIYW 240
NTDB id 1285 ACE17W RS10850 WP 010946363.1 KLISNQPPSFSWLALREKIGDALTKLAPDTETAGIIEALTLNVTHHISSDHWNLFRRTGTIHLFGISGEHIALVSGIFFI 240
NTDB id 1246 GCO85 RS03350 WP 061470007.1 KLISNQPPSFSWLTLREKIGDALTKLAPNTETAGIIEALTLNVTHHISSDHWNLFRRTGTVHLFGISGEHIALVSGIFFI 240
consensus !*****!*!!*!! !!!*****!**!!!***!!!!*!!!*!!*!*!!****!*!!!!!!!*!!!!!!!!!!!!*!!!***
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NTDB id 393362 GCS73 RS13385 WP 003635596.1 LLRWIWTRSSRLCLRIPAPHIASMGGLLAASGYAFLAGFAPPVQRALIGCFFYTLYSLGYQRFTPWQVWRYALCGVLLIE 320
NTDB id 1285 ACE17W RS10850 WP 010946363.1 VMRWIWSINYRCCLFLPANTIASIGGLLAALPYAFLAGFEPPVQRALIGCVLYTIYAIGKQRFTPWQIWRYALFLVLCIE 320
NTDB id 1246 GCO85 RS03350 WP 061470007.1 VIRWIWSMSYRCCLFLPAHTIASIGGLLAALPYAFLAGFEPPVQRALIGCVLYTIYAIGKQRFTPWQIWRYALFLVLCIE 320
consensus **!!!!****!*!!**!! *!!!*!!!!!!**!!!!!!!*!!!!!!!!!!**!!*!**!*!!!!!!!*!!!!!**!!*!!

logo PHAVFMLQGFYFSFLAVACLLLTQHQRWRPLKGNYKAKSTLTALQLSCL IGLMPLTLYHWYASYGS INGF ILANLFSAIPLVGSLFL IVPLSAL
NTDB id 393362 GCS73 RS13385 WP 003635596.1 PHAVFMQGFYFSFLAVACLLLTQQRWRLKGYKASLALQLSCLIGLMPLTLYWYAYGSINGFIANLFAIPLVGLLIVPLSL 400
NTDB id 1285 ACE17W RS10850 WP 010946363.1 PHAVFLQGFYFSFLAVACLLLTHQRWPLKNYKKTLALQLSCLIGLMPLTLHWYSYGSINGFLANLFAIPLVSFLIVPLAL 400
NTDB id 1246 GCO85 RS03350 WP 061470007.1 PHAVFLQGFYFSFLAVACLLLTHQRWPLKNYKKTLTLQLSCLIGLMPLTLHWYSYGSINGFLANLFSIPLVSFLIVPLAL 400
consensus !!!!!*!!!!!!!!!!!!!!!!*!!!*!!*!!**!*!!!!!!!!!!!!!!*!!*!!!!!!!*!!!!*!!!!**!!!!!*!
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NTDB id 393362 GCS73 RS13385 WP 003635596.1 MTMTVSSLSIAKILMKAVSLLITLLFKGLSLSEYLAALNINCPIYSIELALVLIGALLMWVLLPTKPFQWIAMLWLLLPF 480
NTDB id 1285 ACE17W RS10850 WP 010946363.1 MTMITSPFHWSWILMKPLAWLVALLLQGLTYVEQIAGINITWSITSVTMMLAMTAGLFLRVLLPVKPFKHLAILWIILPL 480
NTDB id 1246 GCO85 RS03350 WP 061470007.1 MTMITSPLHWSWILMKPLAWLVALLLQGLTYVEQIAGINITWSITSVTMMLAMTAGLFLRVLLPVKPFKHLAILWIILPL 480
consensus !!!**!******!!!!****!**!!**!!***!**!**!!***!*!****!*****!***!!!!*!!!***!*!!**!!*
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NTDB id 393362 GCS73 RS13385 WP 003635596.1 FPPRTIIQAGEAKIDVLDVGQGLAVAIRTQHHVLLYDTGDRFFQGNDLGKMVILPYLNTLGIKKIDTIVVSHPDKDHLGG 560
NTDB id 1285 ACE17W RS10850 WP 010946363.1 FPPRTAIYPGEALINILDVGQGLAVAIQTQHHVLLYDTGDSYFQGSDLGQMAIIPFFRSIGIKTIDKIVISHPDKDHKGG 560
NTDB id 1246 GCO85 RS03350 WP 061470007.1 FPPRTAIYPGEALINILDVGQGLAVAIQTQHHVLLYDTGDSYFQGSDLGQMAIIPFFRSIGIKTIDKIVISHPDKDHKGG 560
consensus !!!!!*!**!!!*!**!!!!!!!!!!!*!!!!!!!!!!!!**!!!*!!!*!*!*!*****!!!*!!*!!*!!!!!!!*!!
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NTDB id 393362 GCS73 RS13385 WP 003635596.1 LKSLEKEIPVERLLVNEPHFYHRGLKCHDYPPWQWDGVSFRFLPIKIPLRGKNNSSCILQIETHAGRMLLAGDIEKIAED 640
NTDB id 1285 ACE17W RS10850 WP 010946363.1 LNSLEKEMKVNQLIVNDPYFYKRGSNCHSYPQWQWDGVSFRFLPIRESFNKKNNNSCILQVSNSAGRVLLTGDIEKAAEE 640
NTDB id 1246 GCO85 RS03350 WP 061470007.1 LNSLEKEMQINQLIVNDPYFYKRGSNCHSYPQWQWDGVSFRFLPIKESFTKKNNNSCILQVSNSAGRVLLTGDIEKAAEE 640
consensus !*!!!!!* ***!*!!*!*!!*!!**!!*!!*!!!!!!!!!!!!!**** *!!!*!!!!!****!!!*!!*!!!!!*!!*

logo YLVQRTNYGNS IQLEASDEVI LLVVPHHGSKTSSSYRFLLEVANPLYAIASLGFDNRFHKFPHDSKTLAQNSMKKTLDGNIPTFYFRTDTECGMVAQAITKL
NTDB id 393362 GCS73 RS13385 WP 003635596.1 YLVQTYGNILESDVLLVPHHGSKTSSSYRFLLEVAPLYAIASLGFDNRFHFPHDKTLANMKKLNIPFYRTDTCGMVQITL 720
NTDB id 1285 ACE17W RS10850 WP 010946363.1 YLVRNYGSQLASEILVVPHHGSKTSSSYRFLLEVNPLYAIASLGFDNRFKFPHSKTLQSMKTLGITFFRTDECGMAAIKL 720
NTDB id 1246 GCO85 RS03350 WP 061470007.1 YLVRNYGSQLASEILVVPHHGSKTSSSYRFLLEVNPLYAIASLGFDNRFKFPHSKTLQSMKTLDITFFRTDECGMAAIKL 720
consensus !!!**!!**!*!**!*!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!*!!!*!!!**!!*! !*!*!!!*!!!**!*!
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NTDB id 393362 GCS73 RS13385 WP 003635596.1 PAQGALTHPTCFSGQRLQPV 740
NTDB id 1285 ACE17W RS10850 WP 010946363.1 PASGKINKPTCMQAV..... 735
NTDB id 1246 GCO85 RS03350 WP 061470007.1 PASGQVHRPSCMQAN..... 735
consensus !!*! * *!*!****
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