
logo MKAKRFLFIAAIVLLSLFYIV ITPLFPSVSHQATELNAEKQPDQAKVTPKAQKPQPVI
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LNNTADLVTYASLTGS IFKGIGTKKRAEAI IAYRQETNHHQGFKSLEE
NTDB id 393359 GCS73 RS10590 WP 003636695.1 MKAKFFAAVLSLYVITLPVHATLAKQDAVPKQPPIAIHKIDINNADLTALTGSIKGIGTKRAEAIIAYRQTHHGFKSLEE 80
NTDB id 1272 LPP RS04360 WP 010946546.1 MKARLIAILLSFIVIPFSSQAENE.PQKTPAKQVLVKGKINLNTADVYSLTGSFKGIGKKRAEAIIAYRENHQGFKSLEE 79
NTDB id 1249 GCO85 RS04230 WP 010946546.1 MKARLIAILLSFIVIPFSSQAENE.PQKTPAKQVLVKGKINLNTADVYSLTGSFKGIGKKRAEAIIAYRENHQGFKSLEE 79
consensus !!!***!**!!**!!*****!*** ****!********!!**!*!!***!!!!*!!!!*!!!!!!!!!!**!*!!!!!!!

logo LSAEVKGIGQHRFVNDVKNREKLSKEVI FV IHNKME
NTDB id 393359 GCS73 RS10590 WP 003636695.1 LSEVKGIGQHFVNVNREKLSEVFVIHKME 109
NTDB id 1272 LPP RS04360 WP 010946546.1 LAEVKGIGQRFVDKNREKLKEIFVIN... 105
NTDB id 1249 GCO85 RS04230 WP 010946546.1 LAEVKGIGQRFVDKNREKLKEIFVIN... 105
consensus !*!!!!!!!*!!**!!!!!*!*!!!*
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