logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1028
1306
1168
1293
1401
1110
1058
1018

3933568 GCS73 RS08500 WP 003631623.

1251

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1028
1306
1168
1293
1401
1110
1058
1018

393358 GCS73 RS08500 WP 003631623.

1251

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1028
1306
1168
1293
1401
1110
1058
1018

393358 GCS73 RS08500 WP 003631623.

1251

consensus

TT RS08215 WP 011173991.1
DR RS10060 WP 027479822.1

A1552VC RS11070 WP 000957200.

VP RS12240 WP 005479695.1

DSB67 RS12665 WP 010643259.1
NGFG RS09235 WP 003689817.1
ABD1 RS01615 WP 001274986.1
ACIAD RS01685 WP 004920473.1

GCO85 RSO7725 WP 011946523.1

TT RS08215 WP 011173991.1
DR RS10060 WP 027479822.1

A1552VC RS11070 WP 000957200.

VP RS12240 WP 005479695.1

DSB67 RS12665 WP 010643259.1
NGFG RS09235 WP 003689817.1
ABD1 RS01615 WP 001274986.1
ACIAD RS01685 WP 004920473.1

GC085 RSO7725 WP 011946523.1

TT RS08215 WP 011173991.1
DR RS10060 WP 027479822.1

A1552VC RS11070 WP 000957200.

VP RS12240 WP 005479695.1

DSB67 RS12665 WP 010643259.1
NGFG RS09235 WP 003689817.1
ABD1 RS01615 WP 001274986.1
ACIAD RS01685 WP 004920473.1

GCO85 RSO7725 WP 011946523.1

sxL2 | CDRBRLCAXALLD=GY LeDesLQRALERHEREVGCRLABVLYD=Giv=sEBRIABX | EBEREC | PLVRLLRVE Y BPSEXK
MSVLTIGDKRLGAALLDAGLLTDEELQRALERHREVGGSLAEVLVDMGLLSERRIAQTIEDRFGIPLVELHRVEIPPKVK
.MALSIGDRRLGAILLDQGYLGDNDLQRALERHSEVGGRLADVLIDSGMVGEKRIARAIEEALGIPLVNLLAVQPDPAAL

RerRREXARR LRALPFALBEexsYRVARYRP LS ESYELYEDS L CEMYEPYQA L RESY WAYAKHYPELGLEY Y Ps X
ALLPAEKAKELKAIPFALDEEAGVVRVAFLNPLDTLSLEEVEDLTGLVVEPYQTTKSAFLYALAKHYPELGLPVPPP. .P
RSIRPQTALNLQAFPFALE. .GDRLRVALVDPLSSFSIETLEDDSGFDIEPYQALREEVMWAIATHYPELGLEIVVPSGA

SeRCBLSEKLCERLYySHGK | TBRRLEALSRQERTCBALCRTLYsBRRY "EBRLYBXLAEQeCTr £FLer " eCGaMPsEEX X
SGEGQKDLKLGELLLQKGWISREALEEALVEQEKTGDLLGRILV.RKGLPEEALYRALAEQKGLEFLESTEGIVPDPSAA
SDAGRTGGKLGERLITHGYITDAQLQVALDAQQQTGEALGATLISQRAITEDQLYEVLAEQEGTTFLPNPSGFHPGEEVL

80

[eNoRoNoNoNoNoNel

158

[eNoNoNoNoNoNoNe)

237

[eNeoNoNoNoRoNoNe]



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1028
1306
1168
1293
1401
1110
1058
1018

3933568 GCS73 RS08500 WP 003631623.

1251

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1028
1306
1168
1293
1401
1110
1058
1018

393358 GCS73 RS08500 WP 003631623.

1251

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1028
1306
1168
1293
1401
1110
1058
1018

393358 GCS73 RS08500 WP 003631623.

1251

consensus

TT RS08215 WP 011173991.1
DR RS10060 WP 027479822.1

A1552VC RS11070 WP 000957200.

VP RS12240 WP 005479695.1

DSB67 RS12665 WP 010643259.1
NGFG RS09235 WP 003689817.1
ABD1 RS01615 WP 001274986.1
ACIAD RS01685 WP 004920473.1

GCO85 RSO7725 WP 011946523.1

TT RS08215 WP 011173991.1
DR RS10060 WP 027479822.1

A1552VC RS11070 WP 000957200.

VP RS12240 WP 005479695.1

DSB67 RS12665 WP 010643259.1
NGFG RS09235 WP 003689817.1
ABD1 RS01615 WP 001274986.1
ACIAD RS01685 WP 004920473.1

GCO85 RSO7725 WP 011946523.1

TT RS08215 WP 011173991.1
DR RS10060 WP 027479822.1

A1552VC RS11070 WP 000957200.

VP RS12240 WP 005479695.1

DSB67 RS12665 WP 010643259.1
NGFG RS09235 WP 003689817.1
ABD1 RS01615 WP 001274986.1
ACIAD RS01685 WP 004920473.1

GCO85 RS07725 WP 011946523.1

v LRRDALRY EAVPYSESR=eVEaVY E SDPREBERYRRL v NMRPXEBEY L ARPERWVEEBL e BEEREYPQBRMRLCEXLVQEGLLSR
LLLLRSDALRYGAVPIGFQNGEVEVVLSDPRHKEAVAQLLNRPARFYLALPQAWEELFRRAYPQKNRLGEVLVQEGKLSR
GSMLRADALRLLAVPVDETEQGVTVLTSDPRKRPDIDALIGRPVQLMLTRPRDIERLIEQFYPQRGRLGEQLVQEGTLSR

vLDLge

' = = =)

L ren e KEEN Fk L KEEKE Egg%gi%%y?ﬁ@féﬁ@é% L%MLS \r,%ii “E

EALKEA EVQKGLPBAKP
SGK

ELSIFHAQELEEQ
.............. F SSEFFSSENNIH
e

.............. SSEFFQSHEMT|ZH

*xk okx k% kokk

Y XAsh

EBEn S
DPPDPGAPL
NPPDPKVAL

E;REAT

;KRK LN 0 /\

VA2 TDK|HS A|RSBIN|RL T A

* % ok %k ok & ok

317
317

[eNoRoNoNoNoNoNel

47T
472
141
141
141
140
149
149
148
149



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1028 TT RS08215 WP 011173991.1
1306 DR RS10060 WP 027479822.1

1168 A1552VC RS11070 WP 000957200.

1293 VP RS12240 WP 005479695.1

1401 DSB67 RS12665 WP 010643259.1
1110 NGFG RS09235 WP 003689817.1
1058 ABD1 RS01615 WP 001274986.1
1018 ACIAD RS01685 WP 004920473.1

3933568 GCS73 RS08500 WP 003631623.

1251 GCO85 RS07725 WP 011946523.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1028 TT RS08215 WP 011173991.1
1306 DR RS10060 WP 027479822.1

1168 A1552VC RS11070 WP 000957200.

1293 VP RS12240 WP 005479695.1

1401 DSB67 RS12665 WP 010643259.1
1110 NGFG RS09235 WP 003689817.1
1058 ABD1 RS01615 WP 001274986.1
1018 ACIAD RS01685 WP 004920473.1

393358 GCS73 RS08500 WP 003631623.

1251 GCO85 RSO7725 WP 011946523.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1028 TT RS08215 WP 011173991.1
1306 DR RS10060 WP 027479822.1

1168 A1552VC RS11070 WP 000957200.

1293 VP RS12240 WP 005479695.1

1401 DSB67 RS12665 WP 010643259.1
1110 NGFG RS09235 WP 003689817.1
1058 ABD1 RS01615 WP 001274986.1
1018 ACIAD RS01685 WP 004920473.1

393358 GCS73 RS08500 WP 003631623.

1251 GCO85 RSO7725 WP 011946523.1

consensus

kB LR Lﬁ.\fﬁ.\fgﬁe%@@géa:(:QEAAMSE&VM DA B

AELSEIAK BFAKK. . ......... EEEV . . PSPLELNEEA A QEEENK QIR EAF 1. Q DIEDER: 15 R
KGFEKLNK LAER........... NKTQQSQEA LSV AR ARQV
SIQGAANQGKEISQDE@RANMVKYVS . \MARRY Y END SP § FIN{ LLDA
SLSHEKSGLKEINQE/ARASHMVDVG . B INSINDESP §§ INMWILLDA
SLGQEKSGLKEINQD WVDIG. SR B1  IRINDESP ] INMILLDA
STSLL..QBL.GE........ GQEEEESHTLY IPNEEARBCEMPRBIHA TSI
ESSFDFNDEEFDLDVNLDGPTA ...... INJMEDE PIVK INK L DA

ETHFNFDT|3

KENQCLSE.FVGDTN|2MDG® I INEE . |MSHELNAPASIT PIVKF NKILLDA
KESQGLSE.YVEDSGE®EGISEISADD

ELDLDV|2MDPHTT. . . .E.DDDE DIGADE PIVK INK L DA
Q

* k% ok * % % * * * %

\. L%SEA%:L@EBV%R K\/LS‘J'D

Tkx o+ 111

U st s NI T B

Tk ok ok ¥ okk kRk |k DTk Dok D DD Dok kb ko ok |k | EEIIEIER

TGPTGSGK |3 &N ILKR AIP KNTQTIEDPVEYE PGINQT

TGPTGSGKTVSLYTGLIJILNTH NISTAEDPVEINLEGINQV
TGPTGSGKTVSLYTGLNILN|®¥E NISTAEDPVEINLEGINQV
TGPTGSGKTVSLYTGLEJILNKSYE NISTAEDPVEIFLPGINQV
TGPTGSGKTVSLYT@LNILNTIHY NI TAEDPREINLPGINQV
TGPTGSGKTVSLYTGLNILNTISSSINISTAEDPVEINLIRGINQV
TGPTGSGKTVSLYTGLNILNT|®WANISTAEDPVEINLIAG NQV
TGPTGSGKTV LYT LNILNT|ME NISTAEDPVEI|N

BIGINQV
TGPTGSGKTV LYT LNILNTME NISTAEDPVEIJ{ PGINQV
Ulk ok kk skokkokork ok Dk Laor DR DD DEDT LD koo kok | P NN I

W

NDVQEAIL|3E DGA

DRDNVYNSAMND PIVKF NKILLDA R[NGASDIHFEPYE |dYR RYR[NDGI

*  kkxk |

Lol

sl ]

VNPQAGLTFARA
VNEERIG TFAIdA
V PK G[EFAlaA
V PK G)EF AlA
V PK GlgeF AlA
VNEKEGLTF AJA
VNPK GLTFAMA
VNPK GLTFAJA

ook ok ok ok ok | kx| !

544
541
219
219
219
209
223
223
226
228

622
619
298
298
298
289
302
302
305
307

702
699
378
378
378
369
382
382
385
387



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1028 TT RS08215 WP 011173991.1
1306 DR RS10060 WP 027479822.1

1168 A1552VC RS11070 WP 000957200.

1293 VP RS12240 WP 005479695.1

1401 DSB67 RS12665 WP 010643259.1
1110 NGFG RS09235 WP 003689817.1
1058 ABD1 RS01615 WP 001274986.1
1018 ACIAD RS01685 WP 004920473.1

3933568 GCS73 RS08500 WP 003631623.

1251 GCO85 RS07725 WP 011946523.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1028 TT RS08215 WP 011173991.1
1306 DR RS10060 WP 027479822.1

1168 A1552VC RS11070 WP 000957200.

1293 VP RS12240 WP 005479695.1

1401 DSB67 RS12665 WP 010643259.1
1110 NGFG RS09235 WP 003689817.1
1058 ABD1 RS01615 WP 001274986.1
1018 ACIAD RS01685 WP 004920473.1

393358 GCS73 RS08500 WP 003631623.

1251 GCO85 RSO7725 WP 011946523.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1028 TT RS08215 WP 011173991.1
1306 DR RS10060 WP 027479822.1

1168 A1552VC RS11070 WP 000957200.

1293 VP RS12240 WP 005479695.1

1401 DSB67 RS12665 WP 010643259.1
1110 NGFG RS09235 WP 003689817.1
1058 ABD1 RS01615 WP 001274986.1
1018 ACIAD RS01685 WP 004920473.1

393358 GCS73 RS08500 WP 003631623.

1251 GCO85 RSO7725 WP 011946523.1

consensus

DD OLE e b ST T e s LA

Q
MVGEIRDLETAETIA KAAQTGHLVLSTLHTNSAAET iRLANMGVEPFN ASS LITAQRLARRLCIS

MVGEIRDL TAETAIKA QTGHLVLSTLHTNSAAET MRLEINMGVE FN ASS LIIAQRLAR LCjg
MVGEIRDL TAEIAIKA QTGHLVLSTLHTNSAAET MRLEJNMGVE FN ASS LIIAQRLAR LCJg

L SFLRQDPDIIMVGEIRDLETA IAIKAAQTGH VESTLHTNNAEPTL R WMNMGVINFFNIASSV LI AQRLERRLCH
E

L SFLRODPDIIMVGEIRDLETAEIATKAAQTGH V STLHTNSAIJETL RLBINMGVlg FNIA SVRIL TAQRLARRLCH]
LRSFLRQDPDIIMVGEIRDLETAEIATKAAQTGHLV STLHTNNAAETL RLBRINMGVEY FNIA SVNJL TAQRLARRLCH
LRSFLRQDPDIIMVGEIRDLETAEIA KA QTGHLVLSTLHTNSA ETLJRL\YNMG g FNIJSSV LIIAQRLAR LCl
LRSFLRQDPDIIMVGEIRDLETAETATKAAQTGHLVLSTLHTNSAAETLIYRLYNMG Jg FNIASSV LITAQRLAR LCN
| | T T T T T IOt I I I I A | | I I P I I I NP | I O I B * 1 lsksksk Dl skokskskskskskokoskosk DDk 1k |

o fopeieely LFEQ B O h Yé RLHE\L/L@BEE%%M ek sl
.GARS .

HEVEVK . PDPETIR
E@AQETN . ADPEV)S
H®AIAVR . P ALLQS FIEQPNEML . . .
YCKQ Q VQL QHMEIQTTHNT . )
N(C Q ol . PusqL . quiETANTHEGT . BIG YRIGRING I YEVMESD)
SMUQEV RP.ASALKE GF D IVORN L VGCMICXANGYRGRIG YEVME
QCKI A.DIPKQSILIMESENoQMAHPDF HﬁVGCL MG YKGR GIYEVMIS
EP

QCKR I.QVPERSHLIAMEZRP EPIBA QPEFQ VGClsl CRMNGYKGR GIYEVM|S
HCKILRI IKSGLLELGF ELD

Q@QEAVREDFEN QG TR KIHADIEY . . NLGH VGCINCTERIGY GR G EVimy
! kokokokok  kk kokokokokok D x| DUk b Dokt Dok skokokok * * % * %

ool ekl Skt

YA LSRN FRILARIIE 889
EKINMQG T LEEV|HAVTES] 887
R GITSE PAULYF 562

S

ISQGITS|ANE  RVimgy 561
ISQGITS|PNE  RV|WNE3 561
NIQGITSLEE VIIRYTY 558
WIQG TSL EV RVTH 570
NIQG TSL E RVTH 570
IGIGIT EEV RVTYY 572
I8 GIT EEV RVTY 574
Pk ok Dok Dokokok | okokokkk %

X non conserved
B similar
> 507 conserved

782
779
458
458
458
449
462
462
465
467

858
856
531
530
530
527
539
539
541
543



