
logo MTEQINLLPWREQKREQEKKLFMTTVLMF
L
F
L IGVIAI ILASAIAF IVFL IMNSTYAVSDHL IVSNQLTNVRNQI

MLQDKE IATALMDNESQI
L
I
KE IKANLKKQI

TREGL
NTDB id 393340 GCS73 RS04880 WP 003632473.1 MTQINLLPWREQKREQEKKLFMVLFFIVIALSIFIVFLINTYASDLVSNQLVRNQMLQDEIAAMNSQLIEIKNLKKTREL 80
NTDB id 1254 GCO85 RS04840 WP 011213354.1 MTEINLLPWREQKREQEKKLFTTMLLIGIIIAAAIVFLMNSYVSHLISNQTNRNQILQKEITALDEQIKEIKALKQIREG 80
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NTDB id 393340 GCS73 RS04880 WP 003632473.1 FISRMFIVQHLQSTRTLMVHLFDELINVMPSGIYLTKVEGKNDILSVTGYTESNTYVSILMKNIEINEWIHSPVLSEIKK 160
NTDB id 1254 GCO85 RS04840 WP 011213354.1 LISRMSIVQNLQSTRTLMVHLFDELIKITPPGVYITKMQREHDVVTLWGYSESNTSISILMRNIEANVWIQNPVLTEIKK 160
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NTDB id 393340 GCS73 RS04880 WP 003632473.1 ED.RQEPANNEFKLNFVLAPQFQLGIIR 187
NTDB id 1254 GCO85 RS04840 WP 011213354.1 NVEKKQSPNNEFKLSFVLKPKY...... 182
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