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NTDB id 1374 NTHI RS02640 WP 011272045.1 ..MNF........FNFRCIHCRGNLHIAKNGLCSGCQKQIKSF.PYCGHCGAELQ.YYAQHCGNCLKQEPSWDKMVIIGH 68
NTDB id 393300 GCB94 RS04005 WP 003632969.1 .......................................MPLLGPGCHHCAYPLPDTQFLVCGHCIKNPPSFDRAFIKYT 41
NTDB id 1247 GCO85 RS11680 WP 015961431.1 .......................................MKQLGSCCQYCAYPLSDDTYLVCGQCVRKRPSFDSAYIAYR 41
NTDB id 1270 LPP RS11540 WP 015961431.1 MLQKFLSITQNLRLPSICTLC.NQFHKSQLAVCSNCMEFMKQLGSCCQYCAYPLSDDTYLVCGQCVRKRPSFDSAYIAYR 79
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NTDB id 1374 NTHI RS02640 WP 011272045.1 YIEPLSILIHRFKFQNQFWIDRTLARLLYLAVRDAKRTHQLKLPEAIIPVPLYHFRQWRRGYNQADLLSRQLSRWLDIPN 148
NTDB id 393300 GCB94 RS04005 WP 003632969.1 FEEPLRTLLHQFKYHNGLYLTSFLSYLIFKSLS.....SQVEMPQCLIPVPMHPQRIKRRGFNQAAILARSLAKKFKLPC 116
NTDB id 1247 GCO85 RS11680 WP 015961431.1 FEEPLRSLIHQFKYHNGLYLASFLKQLLLNALP.....KSALKPDCLIPVPMHPKRLKRRGFNQAAVLTRLLARQLNIPY 116
NTDB id 1270 LPP RS11540 WP 015961431.1 FEEPLRSLIHQFKYHNGLYLASFLKQLLLNALP.....KSALKPDCLIPVPMHPKRLKRRGFNQAAVLTRLLARQLNIPY 154
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NTDB id 1374 NTHI RS02640 WP 011272045.1 LSNIVKRVKHTYTQRGLSAKDRRQNLKNAFSLVVSKNEFPYRRVALVDDVITTGSTLNEISKLLRKLGVEEIQVWGLARA 228
NTDB id 393300 GCB94 RS04005 WP 003632969.1 DLFSCQKTLNTKPQAGLDEKQRKINLRSAFVT....HQLPYQHVAIIDDLLTTGNTANELAYTLKKSGVKQVDVWCCART 192
NTDB id 1247 GCO85 RS11680 WP 015961431.1 DLYYCQKIINTASQANLDGEQRRKNLRHAFYV....PPVTYEHVMIVDDLLTTGSTANEIAHTLKNAGVKRVDICCCARA 192
NTDB id 1270 LPP RS11540 WP 015961431.1 DLYYCQKIINTASQANLDGEQRRKNLRHAFYV....PPVTYEHVMIVDDLLTTGSTANEIAHTLKNAGVKRVDICCCARA 230
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NTDB id 1374 NTHI RS02640 WP 011272045.1 .... 228
NTDB id 393300 GCB94 RS04005 WP 003632969.1 IEKH 196
NTDB id 1247 GCO85 RS11680 WP 015961431.1 VTKN 196
NTDB id 1270 LPP RS11540 WP 015961431.1 VTKN 234
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