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NTDB id 1323 RA0C RS07335 WP 004916218.1 .MLVKVYGSAIHGVSAQTITIEVNVDQGV.GYHLVGLPDNAIKESSHRISAALKNVGYKLPG.KKITINMAPADLRKEGS 77
NTDB id 39330 ALIDE RS01325 WP 013517182.1 MSLALVQSRALLGLQASAVTVEVHLANGLPSFALVGLADVEVKEARERVRSALQNAGLEFPTNKKITVNLAPADLPKDSG 80
NTDB id 1271 LPP RS03220 WP 011213198.1 MSLAFTKTRSTIGIVAQPVSVEVHLSNGLPSFTMVGLAETAVKESKDRVRSAIINSQFEFPC.RKITVNLGPANLPKTGS 79
NTDB id 1248 GCO85 RS03150 WP 011213198.1 MSLAFTKTRSTIGIVAQPVSVEVHLSNGLPSFTMVGLAETAVKESKDRVRSAIINSQFEFPC.RKITVNLGPANLPKTGS 79
NTDB id 1153 A1552VC RS00115 WP 000521788.1 MGLAIIHSRASIGVQAPPVTVEVHISNGMPGFTLVGLPETTVKESRDRVRSAIINSRFEFPA.KRITVNLAPADLPKEGG 79
NTDB id 1397 DSB67 RS15690 WP 005535577.1 MGLAIIHSRASVGVQAPSVSVEVHISNGMPGFTLVGLPETTVKESKDRVRSAIVNSNFQFPA.KRITVNLAPADLPKEGG 79
NTDB id 1349 HI 1117 AAC22771.1 MSLAIVYSRASMGVQAPLVTIEVHLSNGKPGFTLVGLPEKTVKEAQDRVRSALMNAQFKYPA.KRITVNLAPADLPKEGG 79
NTDB id 1387 A4U84 RS06900 WP 020457569.1 MSLAIIYSRASIGVEAPLVTIEVHISGGSPGLTLVGLPEKSVKEAQDRVRSALMNANFDYPA.RRITINLAPADLPKEGG 79
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NTDB id 1323 RA0C RS07335 WP 004916218.1 AYDLSIALGILAASGQIIAPEIERYLIMGELSLDGGLQPIKGVLPIAIRARE.EGFKGIILPKQNTREAAIVNDLEVYGV 156
NTDB id 39330 ALIDE RS01325 WP 013517182.1 RYDLPIALGILAASGQIAAERLAGWEFAGELSLSGLLRPVRGALATSLALRAEQPPVRMVLPPGSAEEAALVPGAEIYRA 160
NTDB id 1271 LPP RS03220 WP 011213198.1 GFDLPIALGILAASEQIPLTNLANHEFIGELALSGELRGVSAIIPAVLAA..HKDNQHLIIANANAAEASLTGHQKVFTA 157
NTDB id 1248 GCO85 RS03150 WP 011213198.1 GFDLPIALGILAASEQIPLTNLANHEFIGELALSGELRGVSAIIPAVLAA..HKDNQHLIIANANAAEASLTGHQKVFTA 157
NTDB id 1153 A1552VC RS00115 WP 000521788.1 RFDLPIALGILAASDQIARNKLESYEFIGELALSGEIRGVKGVLPAALAA..NQVERCLVVPHSNGDQAALVGVERHKSA 157
NTDB id 1397 DSB67 RS15690 WP 005535577.1 RFDLPIALGILAASEQIATDKLKNYEFVGELALSGGLRTVKGVLPAALAA..NKKQRHLVVPHANGDQAALVGKEQHKSA 157
NTDB id 1349 HI 1117 AAC22771.1 RFDLPIAIGILAASDQLDASHLKQFEFVAELALTGQLRGVHGVIPAILAA..QKSKRELIIAKQNANEASLVSDQNTYFA 157
NTDB id 1387 A4U84 RS06900 WP 020457569.1 RFDLPIAIGILAASGQIDSDKLKRIELLGELSLTGHLRGVHGAIPAVLAA..SKAKREIIVPQQNANEVSLVSNTQTYCA 157
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NTDB id 1323 RA0C RS07335 WP 004916218.1 ENIKEVIDFFNENCPLEPTKVNT...REEFHKRVNLFPFDFSEVKGQETAKRAMEVAAAGGHNIILIGPPGSGKTMLAKR 233
NTDB id 39330 ALIDE RS01325 WP 013517182.1 RHLLDVVRQFLPAAAPPQEDDDGWQRLAPAAPAVHTSSPDLADVKGQAAAKRALEIAAAGGHGLLLVGPPGSGKSMLAQR 240
NTDB id 1271 LPP RS03220 WP 011213198.1 NNLREVCDYLCQGTSLQSLPPKP...DL....LLNNYELDWSDIKGQQHAKNAMVIAACGGHSILLSGAPGSGKTMMAKR 230
NTDB id 1248 GCO85 RS03150 WP 011213198.1 NNLREVCDYLCQGTSLQSLPPKP...DL....LLNNYELDWSDIKGQQHAKNAMVIAACGGHSILLSGAPGSGKTMMAKR 230
NTDB id 1153 A1552VC RS00115 WP 000521788.1 QSLLEVCADLCGQQTLSLFQSSP...SV....QQVSQTRDLQDIIGQQQGKRALEIAAAGNHNLLFLGPPGTGKTMLASR 230
NTDB id 1397 DSB67 RS15690 WP 005535577.1 QSLLEVCAELCGQHQLNLYQTPK...KK....ELKAHGRDLQDIIGQQQGKRALEIAAAGNHNLLFLGPPGTGKTMLASR 230
NTDB id 1349 HI 1117 AAC22771.1 QTLLDVVQFLNGQEKLPLATEIV...KESAVNFSGKNTLDLTDIIGQQHAKRALTIAAAGQHNLLFLGPPGTGKTMLASR 234
NTDB id 1387 A4U84 RS06900 WP 020457569.1 STLLQVVNFLNNRDQLPIAQQLS...QNIAEN.RPLVSRDLTDIIGQQHAKRALIIAASGQHNLLFLGPPGTGKTMLASR 233
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NTDB id 1323 RA0C RS07335 WP 004916218.1 IPSILPPLTLKEALETTKIHSVAGKMGAETSLMTIRPFRSPHHTISDVALVGGGSYPQPGEISLAHNGVLFLDEMPEFKR 313
NTDB id 39330 ALIDE RS01325 WP 013517182.1 FASLLPPMSVEQALESAAIASLAGRF.TGA.QWMQRVTASPHHSCSAVALVGGGSPPRPGEISLAHEGVLFLDEFPEFAR 318
NTDB id 1271 LPP RS03220 WP 011213198.1 FSTLLPELSETQALECAAINSIRGKLPDFR.EWRLPPFRAPHHTASPVALVGGGNPPKPGEISLAHHGVLFLDELPEFNR 309
NTDB id 1248 GCO85 RS03150 WP 011213198.1 FSTLLPELSETQALECAAINSIRGKLPDFR.EWRLPPFRAPHHTASPVALVGGGNPPKPGEISLAHHGVLFLDELPEFNR 309
NTDB id 1153 A1552VC RS00115 WP 000521788.1 LCDLLPEMSDEEAMETASIASLTQQEINQH.NWKLRPFRAPHHSSSMAALVGGGTIPRPGEISLAHNGLLFLDEMPEFER 309
NTDB id 1397 DSB67 RS15690 WP 005535577.1 LCDLLPEMSDEEAMETASVASLTQSEINEH.NWKTRPFRAPHHSSSMAALVGGGSVPRPGEISLAHNGLLFLDEMPEFDR 309
NTDB id 1349 HI 1117 AAC22771.1 LTGLLPEMTDLEAIETASVTSLVQNELNFH.NWKQRPFRAPHHSASMPALVGGGTIPKPGEISLATNGVLFLDELPEFER 313
NTDB id 1387 A4U84 RS06900 WP 020457569.1 LADLLPEMEDDEAIETASVTSLVQNELNFQ.NWKKRPFRSPHHSASMVALVGGGSIPKPGEISLAHNGVLFLDELPEFER 312
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NTDB id 1323 RA0C RS07335 WP 004916218.1 TVLEVMRQPLEDREVTISRAKFTVNYPASFMLVASMNPSPSGFFPDDPNNT.SSSFEMQRYLNKLSGPLLDRIDIHIEVQ 392
NTDB id 39330 ALIDE RS01325 WP 013517182.1 SALEALREPLETGLITISRAAQRAEFPARFQLVAAMNPCPCGFAGSAQRACRCTPDQVARYQGKLSGPLLDRIDLHVEVP 398
NTDB id 1271 LPP RS03220 WP 011213198.1 QVLETLREPLESGHICISRAAAQIEFPAKFQLIAAMNPCPCGQWGNSQANCMCTPDRISRYLAKLSAPLLDRIDMQVTIH 389
NTDB id 1248 GCO85 RS03150 WP 011213198.1 QVLETLREPLESGHICISRAAAQIEFPAKFQLIAAMNPCPCGQWGNSQANCMCTPDRISRYLAKLSAPLLDRIDMQVTIH 389
NTDB id 1153 A1552VC RS00115 WP 000521788.1 KVLDSLREPLESGEIVISRAQGKTRFPARFQLVGALNPSPTGYYEGSQAR..ANPQSILRYLSRLSGPLLDRFDMSIEIP 387
NTDB id 1397 DSB67 RS15690 WP 005535577.1 KVLDSLREPLESGEIIISRAQGKTRFPARFQIVGALNPSPTGYYEGNQAR..TNPQAILRYLGRLSGPLLDRFDMSLEIP 387
NTDB id 1349 HI 1117 AAC22771.1 KVLDALRQPLESGEIIISRANAKIQFPARFQLVAAMNPSPTGHYTGTHNR..TSPQQIMRYLNRLSGPFLDRFDLSIEVP 391
NTDB id 1387 A4U84 RS06900 WP 020457569.1 KVLDALRQPLESGEIIISRANAKVQFPACFQLIAAMNPSPTGHYQGTHNR..TSPQQLMRYLNRLSGPFLDRFDLSIEVP 390
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LS IVARGATY
NTDB id 1323 RA0C RS07335 WP 004916218.1 KVEFDQLSDK..RKGESSEIIRQRVLKAREIQQERYQDLAISYNAQMGPKEIEHFCELDEVSLLLIKNAMEKLNLSARAY 470
NTDB id 39330 ALIDE RS01325 WP 013517182.1 HLPAEDLLNA..PAGEASSAVRERVARAHALALARQGT....PNQALQGQQLDRMAALDEAAARFLQTAAARMGWSARGT 472
NTDB id 1271 LPP RS03220 WP 011213198.1 ALSQEELIKPNTHLEKQSLAIREKVTKMHEIQMARQDS....LNANLNSKTCEMVCELGSEEQLFLREVMSKLKLSARGY 465
NTDB id 1248 GCO85 RS03150 WP 011213198.1 ALSQEELIKPNTHLEKQSLAIREKVTKMHEIQMARQDS....LNANLNSKTCEMVCELGSEEQLFLREVMSKLKLSARGY 465
NTDB id 1153 A1552VC RS00115 WP 000521788.1 ALPKGTLANG.GDRGESTAAVRQRVWVARERMLARSGK....VNALLQSREIEQYCPLLKADAEFLESALHRLGLSIRAY 462
NTDB id 1397 DSB67 RS15690 WP 005535577.1 ALPKGTLSEG.GDRGEPTAIVKERVNQARDCMLARSGK....VNALLGSREIEAFCPLQKSDAEFLENALHRLGLSIRAY 462
NTDB id 1349 HI 1117 AAC22771.1 LLPQGSLQNT.GDRGETSAQVREKVLKVREIQMERAGK....INAYLNSKEIERDCKLNDKDAFFLEKALNKLGLSVRAY 466
NTDB id 1387 A4U84 RS06900 WP 020457569.1 LLPQGALQNNTDQRGETTEQARKRVLEARHLQFNRRGK....INAQLTTKEIEQDCKLTDRDALFLENALTKLGLSVRAY 466
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NTDB id 1323 RA0C RS07335 WP 004916218.1 DRILKVSRTIADLERETNIQSHHIAEAIQYRSLDRDFWKV..... 510
NTDB id 39330 ALIDE RS01325 WP 013517182.1 HRALKVARTIADLAASEQVGMAHVAEAVQYRRVLRGTQA...... 511
NTDB id 1271 LPP RS03220 WP 011213198.1 HRLLKVSRTIADMNSSKKVLLNHLQQALSYKQNLHLPK....... 503
NTDB id 1248 GCO85 RS03150 WP 011213198.1 HRLLKVSRTIADMNSSKKVLLNHLQQALSYKQNLHLPK....... 503
NTDB id 1153 A1552VC RS00115 WP 000521788.1 HRIIKVARTIADLQGEAQIARPHLAEALGYRAMDRLLKQLSAQNV 507
NTDB id 1397 DSB67 RS15690 WP 005535577.1 HRIIKVARTIADLEGSPQIERTHLAEALGYRAMDRLLKQLTAQAV 507
NTDB id 1349 HI 1117 AAC22771.1 HRILKVSRTIADLQGEQQIFQPHLAEALGYRAMVRLLQKLSNM.. 509
NTDB id 1387 A4U84 RS06900 WP 020457569.1 HRILKVSRTIADLAGEAQIQQPHLAEALGYRAMDRLLQRLQGES. 510
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