
logo MKRNKQHSGTIVFILASR I
R
Q
F
L
I
G
S
L
M
I
A
S
G
I
L
T
A
I
L
V
S
A
Y
I
A
S
A
M
L
I
F
L
S
M
A
L
S
Q
V
P
A
E
Y
A
L
S
K
L
A
D
A
Q
N
A
V
A
D
S
I
M
L
E
I
K
T
A
K
S
N
I
L
V

K
D
V
P
V
L
A
M
N
P
A
Q

I
L
A
P
E
G
N
D
Q
G
R
T
V
R
ELIDKRFLVSQMFSDNKEGLPLVPAKPQLAQPARQSGAFYI

T
Q
T
I
L
Q
E
K
N
QPPSAR I

L
V
A
I LDLF IPDSGKTVAADGQMNQQGKI

L
A
P
G
K

SDKT
Q

NTDB id 1257 GCO85 RS04855 WP 163621000.1 MRKIIAILIL..ISASLSLAYSKDNSLISVKVLPLPENRVRIDFQFSKPLKQLPASFITQKPPRLVLDFISTDMQIPSDQ 78
NTDB id 1009 ACIAD RS15175 WP 004923730.1 MKQIIRQFSIGTVAYAIMQVASAQVAITNVVPMNIPGQGTEIRVMFNGLPP.QPQAYQLEQPARLILDFDKAGQKLA..K 77
NTDB id 1039 H0N27 RS01460 WP 031993779.1 MNHVFRQFSMGAVAIAIMQAASAQVSMTNIVPMQIAGQGTEIRVMFNGLPP.QPQAYQLENPSRLILDFDKAQQGLK..Q 77
NTDB id 1052 ABD1 RS15850 WP 001017033.1 MNHVFRQFSMGAVAIAIMQAASAQVSMTNIVPMQIAGQGTEIRVMFNGLPP.QPQAYQLENPSRLILDFDKAQQGLK..Q 77
NTDB id 393273 GCU53 RS09335 WP 167520048.1 MNSTLSRLGISILAA.LLSPELLAADLKALDVAALPGDRVELKLSFDEPVP.APRGYTIEQPARIALDLPGVANKLG..T 76
NTDB id 1193 PAKAF RS26665 WP 003161249.1 MNSGLSRLGIALLAA.MFAPALLAADLEKLDVAALPGDRVELKLQFDEPVA.APRGYTIEQPARIALDLPGVQNKLG..T 76
consensus !* ** ** ** ** ** * * * **** **** ! * ! ** ***! !**!!* * *

logo

K
S
L
N
T
Y
K

K
R
I
P
T
E
S

I
L
V
G
Q
S
T
A

L
V
T
G
N
S
N
E
L
T
A
H
R
SS IYVNTDI

L
V
S
T
V
A
E
S
V
A
D
G
K
N
D
E
K
D
QRAVSTRAMVLVTI ILVENLADTKARTDSTALVSGPSAFYNSTGTSRATVAEGSNNTVYLFFSYIVLKVLVIGNEGNS IKASAPSQANSTADGTSLPANFQSTKEQVNARSTAPVKASPAPVLAPATVASVAYKAEQSAPVFIP I

K
L

A
P
T

N
K
Q
P
A
V
S
Y

NTDB id 1257 GCO85 RS04855 WP 163621000.1 KTKTIQLGSLHSYNIVAVGDRVRAILELDRSVSYSGSTAGSVYSLVLNGKSNDLFENS.............KEVFITNQV 145
NTDB id 1009 ACIAD RS15175 WP 004923730.1 SLIPVTTNEASSIDVSSDDKRARVVVNLKDAGAFTTRVEGNVFILKINNIQSTAT..........PVATS.........A 138
NTDB id 1039 H0N27 RS01460 WP 031993779.1 SKISVATNEASSVDVTSDDQRSRLTVNLKDTGAFTTRVEGNTFILKINSAQTSNK..........PLPVV.........S 138
NTDB id 1052 ABD1 RS15850 WP 001017033.1 SKISVATNEASSVDVTSDDQRSRLTVNLKDAGAFTTRVEGNTFILKINSAQTSNK..........PLPVV.........S 138
NTDB id 393273 GCU53 RS09335 WP 167520048.1 KYRELGVGNARSVTLVEANERTRMIVNLAALSPYNTRAEGNNLYVVIGESATAPQQARTA.....PPPVAAASAPLAKPY 151
NTDB id 1193 PAKAF RS26665 WP 003161249.1 KNRELSVGNTRSVTVVEAKDRTRLIINLTTLSSYTTRVEGNNLFVVVGNSPAGASVASTAPVKASPAPASYAQPIKPKPY 156
consensus * * !* * !*!****! ******!* * * ** * * *

logo

P
V
N
P
A
P
Q
A
K
Q
G
P

H
K
R
Q
E
A
G
I
V
G
K
Q
R
S

G
R
NIDGFRQGR I

G
A
S
E
K
Q
Q
G
G
EGRNLVI

L
V
V
IDVLQLSSDGPSTTGNI

L
M
T
N
S
P
I
P
VDI

V
T
Q
E
Q
V
QGKGSEKI

V
R
V
I
L
V

N
D
R
T
F
A
L
P
S
I

K
N
G
A
I
T
Q
K
L
IPDELTANSHLMRAAKVRRYLDNTVSTKNDFHASTPVASQI

F
S
V
I
N
S
T
D
M
S
A
Q
S
Y
A
Q
S
N
E
Q
D
S
K
G
D
K
S
G
N
R
K
V

A
T
V
G

NTDB id 1257 GCO85 RS04855 WP 163621000.1 VNAKHEIKRIDFRGIEKQGGRVLIDVSDTGIPIDVTQVGKEIVVNFLNTKIPLNLMKRYDVSDFHSPVQIITMQQEGKKV 225
NTDB id 1009 ACIAD RS15175 WP 004923730.1 PAPQQGIGNIGFQRGAQGEGLVVIDLQGTNTPVDVQQQGSKVVVRFPGIKIPTHLARRLNTTDFATPVASIDSYNDGSNG 218
NTDB id 1039 H0N27 RS01460 WP 031993779.1 .AQPQGVSNIGFQRGSQGEGLVVVDLLGSNTPVDVQQQGSKVVIRTIGTKIPTHLARRLNVNDFATPVSSIDAYNDKGVG 217
NTDB id 1052 ABD1 RS15850 WP 001017033.1 .AQPQGVSNIGFQRGSQGEGLVVVDLLGSNTPVDVQQQGSKVVIRTIGTKIPTHLARRLNVNDFATPVSSIDAYNDKGVG 217
NTDB id 393273 GCU53 RS09335 WP 167520048.1 VPAGKAVQGIDFQRGEQGEGNVIIDLSSPGMNPDIQEQGGKIRLDFSGAQLPESLRARLDVKDFATPVQFVSASSQGGKA 231
NTDB id 1193 PAKAF RS26665 WP 003161249.1 VPAGRAIRNIDFQRGEKGEGNVVIDLSDPTLSPDIQEQGGKIRLDFAKTQLPDALRVRLDVKDFATPVQFVNASAQSDRT 236
consensus ** *! !*** ***! !**!* * **!****! **** * ****! ! *!* * !!**!! * * ** *

logo

R
S
V
M
I
L
S
TI LEQPSKTSGDLMSYGDEHYFLMAVYQTVANDEKNQRKFLMTI

V
D
S
I
V
L
F
K
A
P
R
K
L
M
P
A
T
Q
A
Q
T
DEDENSKAIVNERVLQR

T

A
N
P
R
S

G
S
K
L

A
L
K
Y

N
D
K
K
R
N
T

F
P
Q

V
A
N
F
YSTGEKNRKI

LSLDNFQNDI SDE I
VRASRVLQL ILADFTDNGLINLMVTVAASDKTSVQG

NTDB id 1257 GCO85 RS04855 WP 163621000.1 RMTILSKGDYGHFVYQVNKQFMVDVFPLTAEEIRQAKLKKQVFTGKRISLNFQNISIRAVLQLLADFTGINMVVSDKVQG 305
NTDB id 1009 ACIAD RS15175 WP 004923730.1 VISIQSTGSYEYMAYQAENKLTISLKRPQD.NVRLNSKNNQNYTGKKISLDFQDIEVRRVLQLLADFTNINMVTADSVQG 297
NTDB id 1039 H0N27 RS01460 WP 031993779.1 VITIQSSGSYEYMAYQAENKLTISLKRPQD.KNVTSLYKTPNYSGNKLSLDFQDIEVRRVLQLLADFTGINMVAADSVQG 296
NTDB id 1052 ABD1 RS15850 WP 001017033.1 VITIQSSGSYEYMAYQAENKLTISLKRPQD.KNVTSLYKTPNYSGNKLSLDFQDIEVRRVLQLLADFTGINMVAADSVQG 296
NTDB id 393273 GCU53 RS09335 WP 167520048.1 SILIEPTGMYDYLVYQADNRLTVSVKAKAQESNVRPGADRFAYTGEKLSLNFQDIDIRSVLQLIADFTNLNLVASDTVQG 311
NTDB id 1193 PAKAF RS26665 WP 003161249.1 SITIEPSGLYDYLVYQTDNRLTVSIKPMTTEDAERRKKDNFAYTGEKLSLNFQDIDVRSVLQLIADFTDLNLVASDTVQG 316
consensus **! **! !*** !!********** **! **!! !!*!**! !!!!*!!!! *!*!* !*!!!

logo

D
NITLHRLNQKNDI

VPWDQALDLIVI LTKTQKGNLDKRKR I
K
L
NGNVMLI LWVIDATPKAVSDASEMILDAIAKMSAREREDQEQEALEKSAI

V
Q
K
Q
A
T
QI
S
E
T
A
V

E
KLEAP I

LQRSRTDELYVI LQI
V
L
K
NYAKAGADI EMAVGKLFI

NTDB id 1257 GCO85 RS04855 WP 163621000.1 DITLRLNDIPWDQALDIILTTQGLDKRRKGNVMLIDTKASMDKMEEEQLKSQQTIEKLEPIRSDLIQINYAKAADIAVLI 385
NTDB id 1009 ACIAD RS15175 WP 004923730.1 NITLHLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVSELIKSEEDEAKAIAQSTKLAPLQTEYILLKYAKAADIEKLI 377
NTDB id 1039 H0N27 RS01460 WP 031993779.1 NITLRLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVAELIKAEEEEAKAVAQSVKLAPLQTEYIQLKYAKAGDIMGLI 376
NTDB id 1052 ABD1 RS15850 WP 001017033.1 NITLRLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVAELIKAEEEEAKAVAQSVKLAPLQTEYIQLKYAKAGDIMGLI 376
NTDB id 393273 GCU53 RS09335 WP 167520048.1 NITLRLQNVPWDQALDLVLKTKGLDKRKIGNVLLVAPADEIAARERQELEAQQQIAELAPLRRELVQVNYAKAADIAKLF 391
NTDB id 1193 PAKAF RS26665 WP 003161249.1 NITLRLQNVPWDQALDLVLKTKGLDKRKLGNVLLVAPADEIAARERQELEAQKQIAELAPLRRELIQVNYAKAADIAKLF 396
consensus *!!!*! **!!!!!!!**!*!* !!!!* !!!* *** ** * !*** ** * *!*!* ** *** !!!!*!! !*



logo

K
Q
T
D
S
Q
K
V
G
R
S
T
S
N
D
G
S
N
E
G
S
E
G
T
N
S
G
N
L
S
Q
N
HTSGGGTSTSTNGLSNATTGVEDPSLGDNSNQVENGGTSKVLEGLEGSDGQPRGKSTI STLQVDAEPDRTNNSTI

L
W
IAIQYNQDPTGSAQDETQKRSLI EDEQVLIRERKLIMVIAKSDLQLDVIQPVRKQV

NTDB id 1257 GCO85 RS04855 WP 163621000.1 KDK...............................QNSLLSDRGKISVDARTNTIWIQDTGTKIEEVRELIKQLDIPVKQV 434
NTDB id 1009 ACIAD RS15175 WP 004923730.1 TQGRNSGTSNSN.........TNGSATVEPLGDSVGTLLSPRGTISLDPRTNTLIINDTSQKIDQIRKMIDLLDIPVKQV 448
NTDB id 1039 H0N27 RS01460 WP 031993779.1 TQGSNNSNGLQHTSGGGTSTSTNLNTGVDSLGNNVGSLLSPRGTITQDDRTNTLIINDTAQSIDQIRKMIDLLDVQVKQV 456
NTDB id 1052 ABD1 RS15850 WP 001017033.1 TQGSNNSNGLQHTSGGGTSTSTNLNTGVDSLGNNVGSLLSPRGTITQDDRTNTLIINDTAQSIDQIRKMIDLLDVQVKQV 456
NTDB id 393273 GCU53 RS09335 WP 167520048.1 QSVTSGEE.............................VGEQRGSITVDERTNNIIAYQTQDRLDELRRIVAQLDIPVRQV 442
NTDB id 1193 PAKAF RS26665 WP 003161249.1 QSVTSDGG..........................QEGKEGGRGSITVDDRTNSIIAYQPQERLDELRRIVSQLDIPVRQV 450
consensus * **** !!*!**!*!!!******* *** *!*** !!**!*!!

logo

L
MVI EAR IVERVANSTKVTGDSYFDSTQKDSE I

M
LGI

VKRWGVGIASLFRYSHPVQKNTGHI LNTQSNNSNGNTLLEVGAGNSETDGTNQLWLSNAGLYRNEGTKPAKDPSGKADNI
Q
E
G
S
T
I
T
D
KDEGDQGVFML

N
C
PGPTIAD

G
K
S
C
V
T
G
F
N
G
F
G
N
P
Y

V
K
T
L
T
V
Y
E
G
P
T
D
L
T
I
G
S
E
K
V
R
A
R
S
P

NTDB id 1257 GCO85 RS04855 WP 163621000.1 LIEARIVEVTKDFSQDIGIRWGVSRPTHLS..GTLEGANE....LARGTAPA....................NVVPLERR 488
NTDB id 1009 ACIAD RS15175 WP 004923730.1 MIEARIVRATTSFSKEMGVKWGILSQGINQNSNLLVGGSETTLWNLRNPDSN....................GTYTIERP 508
NTDB id 1039 H0N27 RS01460 WP 031993779.1 MVEARIVRASTSFTKELGVKWGILSQGITNNNNLLVGGSETTLWNLREPKKDETT...............GGYKYTIERP 521
NTDB id 1052 ABD1 RS15850 WP 001017033.1 MVEARIVRASTSFTKELGVKWGILSQGITNNNNLLVGGSETTLWNLREPKKDETT...............GGYKYTIERP 521
NTDB id 393273 GCU53 RS09335 WP 167520048.1 MIEARIVEANVDYDKSLGVRWGGSFVN..............DQWSLYGKDGAQSIDDGQVFLPGT..DKVGNFTLEDGVA 506
NTDB id 1193 PAKAF RS26665 WP 003161249.1 MIEARIVEANVGYDKSLGVRWGGAYHK..............GNWSGYGKDGNIGIKDEDGMNCGPIAGSCTFPTTGTSKS 516
consensus **!!!!! ** *****!**!!* * ** * * ** ***

logo

LNLP
D
L
S
V
N
A
P
L
A
F
NVPDMLTGAGVKTASDTNASTPAGSTAVGSGSLIGALIFAGKFLLVINTSLMDSHNDLIFLIMLDLQELSAMLEQSKAETDGRNYAGE I

L
V
V
I SSQTPRKLVI

L
V
M
S
T
T
S
A
N
D
Q
KEQAKTAVKI

V
E
L
A
K
S
TGSVEQQE I

VPYQESATSTNSSAGAG
NTDB id 1257 GCO85 RS04855 WP 163621000.1 LNLDLAAVPLTGATPASVGIALAKLN.DNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGEEIPYQEATSSGA. 566
NTDB id 1009 ACIAD RS15175 WP 004923730.1 ...DNLNVDLGVTTTGASSIAFGLISLSDFMLDLELSALQADGYGEVISTPKVMSADKQKAKVATGVEVPYQSTTNSAAG 585
NTDB id 1039 H0N27 RS01460 WP 031993779.1 ...DNLNVDLGVSNP.AGSIAFGLISMSDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQSTTNSAAG 597
NTDB id 1052 ABD1 RS15850 WP 001017033.1 ...DNLNVDLGVSNP.AGSIAFGLISMSDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQSTTNSAAG 597
NTDB id 393273 GCU53 RS09335 WP 167520048.1 ...PVPFVDMGVANS.TSGLGIGFVS.DHLILDLQLSAMEKTGNGEVISQPKVLTSDKETAKILTGEEIPYQEASSSGA. 580
NTDB id 1193 PAKAF RS26665 WP 003161249.1 ...PSPFVDLGAKDA.TSGIGIGFIT.DNIILDLQLSAMEKTGNGEIVSQPKVVTSDKETAKILKGSEVPYQEASSSGA. 590
consensus * !**** ** * ** *!!!*!!!* *! *!**!*!**** ****!** *! **!!! * !*!

logo

STA
T
A
S
T
V
T
A
SFKKDEAVALLSLKNEVTPNSQITPDNGRKI ILQVMDKEVLNQDKVIANSTNQKDAQTSAIPVNSADFYPQGSKNQYAMTAFQLPLNGEVALPAPI IL INTKKNTNEVIQNATKNI

VL IVGDNDNGQETI
V
I
V
I
LGGI

V
Y
F
K
S
E
N
Q
D
E
T
K
Q
T
A
S
M
N

K
N
A
V
S
I
Q
V

NTDB id 1257 GCO85 RS04855 WP 163621000.1 ..TAVAFKKAVLSLKVTPQITPDGKILMDLQINQDTPS.PQTFLGVPAIITKEIQTNVLVNNGQTIVLGGIYKQDKNKVI 643
NTDB id 1009 ACIAD RS15175 WP 004923730.1 STATTSFKEALLSLEVTPNITPDGKILMELNIANDSIN.SYAQNGEAILNKNTINTNVLVNNGETVVLGGVFEQTTNNAV 664
NTDB id 1039 H0N27 RS01460 WP 031993779.1 STATTSFKDALLSLNVTPSITPDGKIQMKLDISKDSVA.GAAPNGELILNKNNINTNVLVDNGETVILGGVFEQTTMNSQ 676
NTDB id 1052 ABD1 RS15850 WP 001017033.1 STATTSFKDALLSLNVTPSITPDGKIQMKLDISKDSVA.GAAPNGELILNKNNINTNVLVDNGETVILGGVFEQTTMNSQ 676
NTDB id 393273 GCU53 RS09335 WP 167520048.1 ..TSTSFKEAALSLEVTPQITPDNRIIMEVKVTKDQADFSKALNGVPPINKNEVNAKVLIGDGETIVIGGVFSNTQAKSV 658
NTDB id 1193 PAKAF RS26665 WP 003161249.1 ..TSTSFKEAALSLEVTPQITPDNRIIVEVKVTKDAPDYQNMLNGVPPINKNEVNAKILVNDGETIVIGGVFSNEQSKSV 668
consensus ***!!*!*!!! !!!*!!!!**!**** ***!* * *! **** *****!* *!*!***!!** ** **

logo

D
E
N
T
R
K
I
VPFFLGEDI

LPFYVI
L
VGI

RLFKSRNRKRTDAQTVI
V
K
A
T
S
E
L
D
A
K
R
S
D

N
K
E
S
N
QELLVI F ILVTPR I ILMVTNDNAQTI

A
L
S
V
A
I

G
I
A
R

I
T
V
N
G
S
T
H
I
R
EGREKDVYK

NTDB id 1257 GCO85 RS04855 WP 163621000.1 NRIPFFGELPVVGILFSNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 1009 ACIAD RS15175 WP 004923730.1 TKVPFLGDLPYVGRLFKKTAKSEAKNELLIFVTPRIVNDTIVGNH.......... 709
NTDB id 1039 H0N27 RS01460 WP 031993779.1 TKVPFFGDIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH.......... 721
NTDB id 1052 ABD1 RS15850 WP 001017033.1 TKVPFFGDIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH.......... 721
NTDB id 393273 GCU53 RS09335 WP 167520048.1 DKVPFLGDLPFIGRLFRRDVVADSKSELLVFLTPRILNNQAIAVSR......... 704
NTDB id 1193 PAKAF RS26665 WP 003161249.1 EKVPFLGELPYLGRLFRRDTVTDRKNELLVFLTPRIMNNQAIAIGR......... 714
consensus **!! !**! *!*!!*** ** **!!!*!*!!!!** *



X non conserved

X similar

X ≥ 50% conserved


