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NTDB id 1426 RS RS05575 WP 011001070.1 MRALLIGFVAGCMALQTRPALAPVWQPALLGLACLLAMALLRRGARLPRLVPVMAVLAAACAGFGWSDWRAQQRLSVVLA 80
NTDB id 393266 GCU53 RS06405 WP 152389810.1 ....MFALAAGLLALRFLPALPPWWLWSLMLLGGLACLSLRRY...L.........PALFLLGLSWACLSAYWALEERLP 64
NTDB id 1199 PSJM300 12650 AFN78592.1 MRAGMLALAAGLLLLRFLPQLPSFGWLLALAPVGLLLLPFRWR...P.........LAFFLFGLVWACLNAQWALDDRLP 68
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NTDB id 1426 RS RS05575 WP 011001070.1 PAWEGKDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQPGQRW 160
NTDB id 393266 GCU53 RS06405 WP 152389810.1 AGLDGRTLWLEGQVSGLPERVDGTLRFQLEDAFS.RRAELPRRLRLAWHA....................APEIRAGERW 123
NTDB id 1199 PSJM300 12650 AFN78592.1 VDLDGRTFWLEGQVTGLPDRRGDVVRFELEDIHS.RHAGLPSRIRLAWYG....................GPEIRSGERW 127
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NTDB id 1426 RS RS05575 WP 011001070.1 QLTLRLKRPHSLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLAALPEARYA 240
NTDB id 393266 GCU53 RS06405 WP 152389810.1 RLAVTLKRPRGLANPQGFDYEAWLLAQRIGATGTVKAGERLGAP............DAADGWRDSLRQRLRQVD.ALGRA 190
NTDB id 1199 PSJM300 12650 AFN78592.1 RLAARLKRPSGMVNPSAFDYEAWLLARRIGATGTIKAGERIAEA............ASSGAWRDRLRQRLLTVE.AHGRA 194
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NTDB id 1426 RS RS05575 WP 011001070.1 PVIVALVVGDQSGIAQADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQRAGAVA 320
NTDB id 393266 GCU53 RS06405 WP 152389810.1 GALAALVVGDASGLSAADWKLLQDTGTVHLMVISGQHVGLLAGLVYGLIALLAR.......HGV..WPRALPWLPCACGL 261
NTDB id 1199 PSJM300 12650 AFN78592.1 GAIAALVVGDGSGLSTADWRVLQDTGTVHLMVISGQHVGMLAGLLYAVVLLLAR.......WGI..WPQRLPWLPWACGL 265
consensus ****!!!!!!*!!** !!!*****!!**!!**!!!*!****!!!*******!*! *** *! **!*** ****

logo AFLMAAGSAFLAGYCGLWLAGMFEGVPAVRQRTALCALML
VAI

T
VVALVLAWRLARDFRSHVLPGFVSWLPSLCL IMWAALADVLGVALMLLVEDPW

LAVSMLSQAPGGFWLSFVGAVAI
L
V

I
L
F
I
V

W
L
I
A
A
F
G
R
I

NTDB id 1426 RS RS05575 WP 011001070.1 AMAAAFAYCLLAGMGVPAQRTLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLAARI 400
NTDB id 393266 GCU53 RS06405 WP 152389810.1 ALASALGYGWLAGFGVPVQRACAMVAVVLLWRLRFRHLGFWLSLLMALDGVLLLEPLASLQPGFWLSFGAVAILVLAFG. 340
NTDB id 1199 PSJM300 12650 AFN78592.1 AFAGALGYGWLAGFEVPVRRACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLMVDPLASLQPGFWLSFVAVALLIWIFR. 344
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NTDB id 1426 RS RS05575 WP 011001070.1 VAADARDDVRRPAWPVRAWRGLRGAARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTA.LPEP 479
NTDB id 393266 GCU53 RS06405 WP 152389810.1 ......GRLGAWPWRQT.......LWRAQWTCALGLLPLLLALGLPISLSGPLANLVAVPWVSLAVVPLALLGTLLLPLP 407
NTDB id 1199 PSJM300 12650 AFN78592.1 ......GRLGVPSWWRA.......LLYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVVPLALLGSFLLWVP 411
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NTDB id 1426 RS RS05575 WP 011001070.1 WSQPVLIWAEASFAWLMPWLDALALPGGSVWVAPAAPAWAWGLAVVGVPLLLVPGGYRAWAWRAQGAVLLLPMLLARAPA 559
NTDB id 393266 GCU53 RS06405 WP 152389810.1 AIGEGLLWLAGALLAALFWLFGTIAGGVPAWLPHEVPIWSWLLALLGILLILLPAGVP...LRALGLAMLLPLAFPPQAR 484
NTDB id 1199 PSJM300 12650 AFN78592.1 WLGEALLWLAGGLLAVLFELLALIAGWQPAWLASALPLWAWSLVALGTLVLLLPAGVP...LRVLGTLLLAPLLFAPDSR 488
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NTDB id 1426 RS RS05575 WP 011001070.1 PPPGEFRMVAFDIGQGAATLVETAGHRLLFDTGPRQGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTETVMA 639
NTDB id 393266 GCU53 RS06405 WP 152389810.1 IPHGRADVWVLDVGQGLAVLLRTREHSLLYDAGPRFGDF.DMGERVVLPSLRSLGVTRLDRLLLSHADADHAGGALAVQR 563
NTDB id 1199 PSJM300 12650 AFN78592.1 PEQGRAEVWVFDVGQGLSVLVRTRDHALLYDAGPRYGDF.DIGERVVFPSLRQLGLERLDLMMLSHADSDHAGGALAIQR 567
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NTDB id 1426 RS RS05575 WP 011001070.1 GVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAWDGVAFEILYPVQVPSDRAAVSSNARSCVLRIANARYAAMLA 719
NTDB id 393266 GCU53 RS06405 WP 152389810.1 GLPLGEVVAGEAQ.......ALPAPLGAWPCAS.RNWDWDGVRFATWHWTA......VQEGNRASCVLLVEAGGERLLLT 629
NTDB id 1199 PSJM300 12650 AFN78592.1 AMPVGAVLSGEPE.......RLPAALDARSCRTGQRWTWNQVNFSVWRWPQ......ATNGNQASCVLMVEAAGERLLLT 634
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NTDB id 1426 RS RS05575 WP 011001070.1 GDIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLDAVSAQVAVFQVGYRNRYGHPHPQVWQRYGARGIERLRT 799
NTDB id 393266 GCU53 RS06405 WP 152389810.1 GDIDVAAERALLDSH..PDWRADWLLAPHHGSRSSSSPALLDALAPRAVLISRSWHNGFGHPHPEVVARYRKLPAVIYDT 707
NTDB id 1199 PSJM300 12650 AFN78592.1 GDIDAQAERALVDGG..MEVNARWLLAPHHGSNSSSSAVFLAAVAADGALISRSSHNAFGHPHPAVLKRLQNAGAELHDT 712
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NTDB id 1426 RS RS05575 WP 011001070.1 DATGAVVIETRGDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQP 847
NTDB id 393266 GCU53 RS06405 WP 152389810.1 ARQGALQFRLGD..WGRARGLREESRFWREK................. 736
NTDB id 1199 PSJM300 12650 AFN78592.1 AEHGALSLQLGA..FGGARRMRDEPRFWREK................. 741
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