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NTDB id 393208 GCU48 RS01085 WP 152378761.1 ......MKKKLLSFISVVLLAAGAYWFRGADLLTKTTEENPSSSAQFTLHFPTDRYPQTAQHIKEAIQTGKSSVCTIDRE 74
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NTDB id 393208 GCU48 RS01085 WP 152378761.1 GAEQNRKQSLAGVPARKGYDRDEWPMAMCSEGGKGANVKYIAPKDNRGAGSWVSHQLDEYEDGTRVKFVVK 145
NTDB id 110 BSU 03430 NP 388225.3 GAEERREQSLKDVPSKKGYDRDEWPMAMCKEGGEGASVEYISPADNRGAGSWVGHRLTDYPDGTKVLFTIQ 149
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