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NTDB id 393159 GCU39 RS14845 WP 152394238.1 DKELPLTAKEHAILVKLYENQNRIVTSDALCQAVWGDDSYGYENTLMVHIRRVREKIELDPSKPIHLLTVRGLGYKLLVK 234
NTDB id 372 SMU RS05280 WP 002262198.1 ELEIQLTAKEYSILKVLYNNQNRIVTFDQLLEKVWGLQYQGYENTMMAHIRKIRQKIEANPSKPECLLTVKGLGYKLKVS 229
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