
logo MKKLGFTI
L
A
LVLFLASAI IVGI LAVACAGSGQKGKDTSTNTKSGSQSKLKNVVATNS I IADITKNIAGDKIDNLHS IVP I

VGKQDPHEYEPLPEDVKKTSEKADL
NTDB id 39306 SCR2 RS08295 WP 003070702.1 MKKLGFIAVLFLAIVGLAACAGQKGTSTNKSSKLNVVATNSIIADITKNIAGDKINLHSIVPVGKDPHEYEPLPEDVKKTSKADL 85
NTDB id 439 SPR RS07420 WP 000733056.1 MKKLGTLLVLFLSAIILVACASGKKD.TTSGQKLKVVATNSIIADITKNIAGDKIDLHSIVPIGQDPHEYEPLPEDVKKTSEADL 84
consensus !!!!! * !!!! * ! !!! ! *! !! !!!!!!!!!!!!!!!!!!!! !!!!!!*! !!!!!!!!!!!!!!!! !!!

logo I FYNGINLETGGNAWFTKLVEKNAKKTENKDYFYAVSDNGVDVIYLEGQNEKGKEDPHAWLNLENGI I FYAKNIAKQRL ISAEKDPKNNKEFTY
NTDB id 39306 SCR2 RS08295 WP 003070702.1 IFYNGINLETGGNAWFTKLVKNAKKTENKDYYAVSNGVDVIYLEGQNEKGKEDPHAWLNLENGIIYAKNIAKRLIEKDPKNKETY 170
NTDB id 439 SPR RS07420 WP 000733056.1 IFYNGINLETGGNAWFTKLVENAKKTENKDYFAVSDGVDVIYLEGQNEKGKEDPHAWLNLENGIIFAKNIAKQLSAKDPNNKEFY 169
consensus !!!!!!!!!!!!!!!!!!!! !!!!!!!!!!*!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!! ! !!! !!! !

logo EKNLKAEYTADKLDEKTLDKEASKADKFNKNIPAEKKLMIVTSEGACFKYFSKAYGVPSAYIWE INTEEEGTPDEQIKTLVEKLRKQTKVPSLFVE
NTDB id 39306 SCR2 RS08295 WP 003070702.1 EKNLKAYTAKLETLDKEAKAKFNNIPAEKKMIVTSEGCFKYFSKAYGVPSAYIWEINTEEEGTPDQIKTLVEKLRKTKVPSLFVE 255
NTDB id 439 SPR RS07420 WP 000733056.1 EKNLKEYTDKLDKLDKESKDKFNKIPAEKKLIVTSEGAFKYFSKAYGVPSAYIWEINTEEEGTPEQIKTLVEKLRQTKVPSLFVE 254
consensus !!!!! !! !!* !!!! ! !!! !!!!!!*!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!! !!!!!!!!!

logo SSVDDRPMKTVSKQDTKNIP IYAKQI FTDS IAEKQGEKEKGDSYYDSMMKW
YNLDKIAEGLASK

NTDB id 39306 SCR2 RS08295 WP 003070702.1 SSVDDRPMKTVSKDTKIPIYAKIFTDSIAEKGEKGDSYYDMMKWNLDKIAEGLSK 310
NTDB id 439 SPR RS07420 WP 000733056.1 SSVDDRPMKTVSQDTNIPIYAQIFTDSIAEQGKEGDSYYSMMKYNLDKIAEGLAK 309
consensus !!!!!!!!!!!! !! !!!!! !!!!!!!! ! !!!!! !!!*!!!!!!!!! !
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