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NTDB id 392876 LV515 RS04495 WP 003717124.1 MKFRKRLYHLLFAL.VGLLIVTGVIQQPKLTSASLNHISKIAYWKKTSHSYQKTLPPTQEQASSVLTPAVRQQLGTAITW 79
NTDB id 262 KZH43 RS08770 WP 001036779.1 ..MNKKTRQTLIGLLVLLLLSTGSYYIKQMPSAPNSPK......TNLSQKKQASEAPSQALAESVLTDAVKSQIKGSLEW 72
NTDB id 221 SPD RS09380 WP 001036779.1 ..MNKKTRQTLIGLLVLLLLSTGSYYIKQMPSAPNSPK......TNLSQKKQASEAPSQALAESVLTDAVKSQIKGSLEW 72
NTDB id 187 SPR RS08930 WP 001036779.1 ..MNKKTRQTLIGLLVLLLLSTGSYYIKQMPSAPNSPK......TNLSQKKQASEAPSQALAESVLTDAVKSQIKGSLEW 72
NTDB id 152 SP RS09870 WP 001036779.1 ..MNKKTRQTLIGLLVLLLLSTGSYYIKQMPSAPNSPK......TNLSQKKQASEAPSQALAESVLTDAVKSQIKGSLEW 72
consensus **!*****!**!*!*!!**!!********!!***** ***!***!****!*!**!*!!!!*!!**!******!
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LLNSRKTATRQYKNRTKAETGNGASTNSWRTPAPGFWLHQAVHKNLKGGSY
NTDB id 392876 LV515 RS04495 WP 003717124.1 NKAGAFIINNNQTNLNAKIASAPYAVNHLDRQGRA...WQGDAWLNRTTRQYKNRTATGNGATNWRPAGFLQAHNLKGGY 156
NTDB id 262 KZH43 RS08770 WP 001036779.1 NGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKGSY 152
NTDB id 221 SPD RS09380 WP 001036779.1 NGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKGSY 152
NTDB id 187 SPR RS08930 WP 001036779.1 NGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKGSY 152
NTDB id 152 SP RS09870 WP 001036779.1 NGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKGSY 152
consensus !**!!!!*!*!*!!!*!!**!*!!!*!*****!*********!*!***!!!!!!!**!!!!*!*!*!*!**!**!!!!*!
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NTDB id 392876 LV515 RS04495 WP 003717124.1 NHAYDRGHLLGYALVGGIHGFDASESNPSNIATQTAWANEARNKNSTGQNYYEGLVRKALDQNKQVRYRVTNIYDGN.NI 235
NTDB id 262 KZH43 RS08770 WP 001036779.1 THAVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYASNEDL 232
NTDB id 221 SPD RS09380 WP 001036779.1 THAVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYASNEDL 232
NTDB id 187 SPR RS08930 WP 001036779.1 THAVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYASNEDL 232
NTDB id 152 SP RS09870 WP 001036779.1 THAVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYASNEDL 232
consensus *!!*!!!!!!!!!!*!!**!!!!!*!!!*!!!*!!!!!!*!****!!!!!!!!**!!!!!!!!!*!!!!!!**!**!***
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NTDB id 392876 LV515 RS04495 WP 003717124.1 VPAGVHIEAKSSDGSLEYNVFVPNVQRNITINYSTGAVKQN. 276
NTDB id 262 KZH43 RS08770 WP 001036779.1 VPSASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
NTDB id 221 SPD RS09380 WP 001036779.1 VPSASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
NTDB id 187 SPR RS08930 WP 001036779.1 VPSASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
NTDB id 152 SP RS09870 WP 001036779.1 VPSASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
consensus !!****!!!!!!!!*!!*!!*!!!!!******!*!!*!****
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