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INRAVVLTVGRLTKRDVPDELRYTPSTNSGTAAVAGVSTFSTMLAVDNRTQFRTNAQSNGEDRDEADF INCVTIWRRKQSAENVFSANFLTHKKGSLAVGI
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NTDB id 113 BSU 40900 NP 391970.1 MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSGEREADFINCVTWRRQAENVANFLKKGSLAGVDGRLQTR 80
NTDB id 392864 LV515 RS00040 WP 003716303.1 MINRAVLTGRLTRDPELRYTTSGTAVVSFTLAVDRQFRNQNGDRDADFINCVIWRKSAENFSNFTHKGSLVGIEGRIQTR 80
NTDB id 624 LCA RS00040 WP 011373726.1 MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANGDREADFINCVIWRKSAENFANFTKKGSLVGVDGRLQTR 80
consensus !*!!*!!*!!!!*!**!!!!**!*!!**!**!!*!*!*!**!*!*!!!!!!!*!!**!!!**!!**!!!!*!**!!*!!!

logo NYENQQGNQRVFYVTEVQVAVEDSNVFAQSFLLESPKRNQTGNTTGEGGQSGQRSQYGDGYGANQSQNPFGGQGQPQFYNDESGNNQPSGNGGSQYQFPSGFNNTASPGQGQSNQNSDSNGPFGGTNGNQNANQQ
NTDB id 113 BSU 40900 NP 391970.1 NYENQQGQRVFVTEVQAESVQFLEPKNGGGSGSGGYN.............EGNSGGGQYFG....GGQNDNPFGGNQNNQ 143
NTDB id 392864 LV515 RS00040 WP 003716303.1 NYENQQGNRVYVTEVVVDNFALLEPRQNGGGQQY.GNQQPFGGQGQPQYNDNQP....QPGNNAPQSNSSNGFGGNNNQ. 154
NTDB id 624 LCA RS00040 WP 011373726.1 NYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQN........FNSNQSNGSQQSGFTSPQQ........TGNA. 143
consensus !!!!!!!*!!*!!!!***** *!!*** ** ** ** * ****** * ** ! ** * * *****!*
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NTDB id 113 BSU 40900 NP 391970.1 RRNQGNSFNDDPFANDGKPIDISDDDLPF 172
NTDB id 392864 LV515 RS00040 WP 003716303.1 ..PSQPDSQFPNNGDDGQSIDLSDDELPF 181
NTDB id 624 LCA RS00040 WP 011373726.1 ..PAANNTQADPFANNGQAIDISDDDLPF 170
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X non conserved

X similar

X ≥ 50% conserved


