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NTDB id 392839 GXM RS15745 WP 152589409.1 MAKPKTFFVCNECGAESPQWFGKCPGCGTYNSLEEQITIQSSVDVPSRGGVSGWQSTQSNGKSHAKPAKARASLTFDQITDRQIA 85
NTDB id 125 BSU 00870 NP 387968.1 MAKTKSKFICQSCGYESPKWMGKCPGCGAWNTMVEEMIKKAPANRR..AAFSHS......VQTVQK......PSPITSIETSEEP 71
NTDB id 537 SMSK321 RS07120 WP 080550752.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNAR..VSLTGE.........KTK......PMKLAEVTSINVN 68
NTDB id 279 KZH43 RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNAR..VSLTGE.........KTK......PMKLAEVTSINVN 68
NTDB id 238 SPD RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNAR..VSLTGE.........KTK......PMKLAEVTSINVN 68
NTDB id 204 SPR RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNAR..VSLTGE.........KTK......PMKLAEVTSINVN 68
NTDB id 169 SP RS00155 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNAR..VSLTGE.........KTK......PMKLAEVTSINVN 68
NTDB id 509 SM12261 RS00130 WP 078228442.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNAR..VSLTGE.........KTK......PMKLAEVTSINVN 68
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NTDB id 392839 GXM RS15745 WP 152589409.1 RWESGYEELDRVLGGGVVPGSMVLIGGDPGIGKSTLLLQVSNQLAQK.YRILYVTGEESGQQVKLRASRLGVSKTLSVLNEENVK 169
NTDB id 125 BSU 00870 NP 387968.1 RVKTQLGEFNRVLGGGVVKGSLVLIGGDPGIGKSTLLLQVSAQLSGSSNSVLYISGEESVKQTKLRADRLGIN............ 144
NTDB id 537 SMSK321 RS07120 WP 080550752.1 RTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDI............ 140
NTDB id 279 KZH43 RS00140 WP 074017595.1 RTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDI............ 140
NTDB id 238 SPD RS00140 WP 074017595.1 RTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDI............ 140
NTDB id 204 SPR RS00140 WP 074017595.1 RTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDI............ 140
NTDB id 169 SP RS00155 WP 074017595.1 RTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDI............ 140
NTDB id 509 SM12261 RS00130 WP 078228442.1 RTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDI............ 140
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NTDB id 392839 GXM RS15745 WP 152589409.1 VVVDPTLPIDPDSIGADLYVLPETDLEEILREIDSLKPNVAVIDSIQTVFFPALTSAPGSVAQVRECTAALMKVAKHEDVTMLIV 254
NTDB id 125 BSU 00870 NP 387968.1 ..............NPSLHVLSETDMEYISSAIQEMNPSFVVVDSIQTVYQSDITSAPGSVSQVRECTAELMKIAKTKGIPIFIV 215
NTDB id 537 SMSK321 RS07120 WP 080550752.1 ..............DSEFYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIV 211
NTDB id 279 KZH43 RS00140 WP 074017595.1 ..............DSEFYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIV 211
NTDB id 238 SPD RS00140 WP 074017595.1 ..............DSEFYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIV 211
NTDB id 204 SPR RS00140 WP 074017595.1 ..............DSEFYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIV 211
NTDB id 169 SP RS00155 WP 074017595.1 ..............DSEFYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIV 211
NTDB id 509 SM12261 RS00130 WP 078228442.1 ..............DSEFYLYAETNMQSVRTEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIV 211
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NTDB id 392839 GXM RS15745 WP 152589409.1 GHVTKEGAIAGPKVLEHLVDTVLYFEGDRFASHRLLRTVKNRFGATHEIGIFEMVAEGLREVSNPSELFLGNRDDPAPGTAIVVA 339
NTDB id 125 BSU 00870 NP 387968.1 GHVTKEGSIAGPRLLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEMGIFEMREEGLTEVLNPSEIFLEERSAGSAGSSITAS 300
NTDB id 537 SMSK321 RS07120 WP 080550752.1 GHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVT 296
NTDB id 279 KZH43 RS00140 WP 074017595.1 GHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVT 296
NTDB id 238 SPD RS00140 WP 074017595.1 GHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVT 296
NTDB id 204 SPR RS00140 WP 074017595.1 GHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVT 296
NTDB id 169 SP RS00155 WP 074017595.1 GHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVT 296
NTDB id 509 SM12261 RS00130 WP 078228442.1 GHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVT 296
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NTDB id 392839 GXM RS15745 WP 152589409.1 CEGTRPIVVELQALVSPTSYPSPRRAGTGVDYNRLVQILAVLEKRVGIPMSKLDSYVASAGGLNVEEPAVDLGIAIAIVASFRDR 424
NTDB id 125 BSU 00870 NP 387968.1 MEGTRPILVEIQALISPTSFGNPRRMATGIDHNRVSLLMAVLEKRVGLLLQNQDAYLKVAGGVKLDEPAIDLAIVISIASSFRDT 385
NTDB id 537 SMSK321 RS07120 WP 080550752.1 MEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDK 381
NTDB id 279 KZH43 RS00140 WP 074017595.1 MEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDK 381
NTDB id 238 SPD RS00140 WP 074017595.1 MEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDK 381
NTDB id 204 SPR RS00140 WP 074017595.1 MEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDK 381
NTDB id 169 SP RS00155 WP 074017595.1 MEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDK 381
NTDB id 509 SM12261 RS00130 WP 078228442.1 MEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDK 381
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NTDB id 392839 GXM RS15745 WP 152589409.1 IVDPGTVLIGEVGLGGQVRSVSQMELRLKEAAKLGFKRAIVPKGTKFPD...LNIEILPVSKVIDAIIAAIPHQELTADDLEPDE 506
NTDB id 125 BSU 00870 NP 387968.1 PPNPADCFIGEVGLTGEVRRVSRIEQRVKEAAKLGFKRMIIPAANLDGWTKPKGIEVIGVANVAEALRTSLGG............ 458
NTDB id 537 SMSK321 RS07120 WP 080550752.1 PTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITPPMEIQVIGVTTIQEVLKKVFA............. 453
NTDB id 279 KZH43 RS00140 WP 074017595.1 PTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLPKEIQVIGVTTIQEVLKKVFA............. 453
NTDB id 238 SPD RS00140 WP 074017595.1 PTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLPKEIQVIGVTTIQEVLKKVFA............. 453
NTDB id 204 SPR RS00140 WP 074017595.1 PTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLPKEIQVIGVTTIQEVLKKVFA............. 453
NTDB id 169 SP RS00155 WP 074017595.1 PTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLPKEIQVIGVTTIQEVLKKVFA............. 453
NTDB id 509 SM12261 RS00130 WP 078228442.1 PTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITPPKEIQVIGVTTIQEVLKKVFA............. 453
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