
logo MKRNQRSHKGVI LFIASRARIQLFGISLMIAGTALLWIVMSAYIALMSALI FLSMALMSQVPAMYAALSLMKAADQANVADS IMLEKITAKSNI
L
V
D
K
V
P
V
A
L
M
N
A
P
Q

I
L
A
P
E
G
D
N
Q
G
R
L
T
V
R
E
L
I
D
K
R
F
L
V
T
M
QFDSNEKGLPLVPAKPQAELQPARQGSAFYI

T
Q
I
L
T
D
Q
E
K
N
QPPSAR I

L
A
V
I LDLF IPDGSKTVAGVDQNSMQGKQI

L
G
A
K
P

SDKNT
Q

NTDB id 1284 ACE17W RS12370 WP 010946666.1 MRKIIAILIL..ISASLSMAYSKDNSLISVKVLPLPENRVRIDFQFSKPLKQLPASFITQKPPRLVLDFISTDMQIPSDQ 78
NTDB id 1257 GCO85 RS04855 WP 163621000.1 MRKIIAILIL..ISASLSLAYSKDNSLISVKVLPLPENRVRIDFQFSKPLKQLPASFITQKPPRLVLDFISTDMQIPSDQ 78
NTDB id 1009 ACIAD RS15175 WP 004923730.1 MKQIIRQFSIGTVAYAIMQVASAQVAITNVVPMNIPGQGTEIRVMFNGLPP.QPQAYQLEQPARLILDFDKAGQKLA..K 77
NTDB id 1052 ABD1 RS15850 WP 001017033.1 MNHVFRQFSMGAVAIAIMQAASAQVSMTNIVPMQIAGQGTEIRVMFNGLPP.QPQAYQLENPSRLILDFDKAQQGLK..Q 77
NTDB id 1039 H0N27 RS01460 WP 031993779.1 MNHVFRQFSMGAVAIAIMQAASAQVSMTNIVPMQIAGQGTEIRVMFNGLPP.QPQAYQLENPSRLILDFDKAQQGLK..Q 77
NTDB id 392813 FD951 RS29230 WP 023970130.1 MNRIFSAFGIALWMAL.LSPMAMAASLKALDVAALPGDRLELKLTFDGPVP.EPRGYTTDQPARIALDLPGVVSQLA..N 76
NTDB id 1193 PAKAF RS26665 WP 003161249.1 MNSGLSRLGIALLAAM.FAPALLAADLEKLDVAALPGDRVELKLQFDEPVA.APRGYTIEQPARIALDLPGVQNKLG..T 76
consensus !* ** * ** *** ** *** ** * ** ********** ! **** ! ** ***! !**!!* * * *

logo

S
K
L
N
S
K
T

K
R
I
D
E
P
S
T

I
L
V
G
S
T
A
Q

N
V
L
T
N
G
N
S
E
T
L
A
H
R
SS IYVNTDI

V
S
T
V
A
E
S
A
S
V
D
K
D
G
K
P
Q
DRASTVRAVLTVI ILVENLTVDKATRDTALSASVGPASFYSTGTSRTVAEGSNI

N
Q
T
V

L
Y
F
F
S
I
V
LKVVLIGNQGNSGISAKAPSQASNTAGTDSLNAQSTFKSVEPVALNAPSGKTVAQELPAVKASPAPASYASVAQPSVGIFKRIAPTKNAPQATYSV

NTDB id 1284 ACE17W RS12370 WP 010946666.1 KTKTIQLGSLHSYNIVAVGDRVRAILELDRSVSYSGSTAGSIYSLVLNGKSNDLFENSKE.............VFITNQV 145
NTDB id 1257 GCO85 RS04855 WP 163621000.1 KTKTIQLGSLHSYNIVAVGDRVRAILELDRSVSYSGSTAGSVYSLVLNGKSNDLFENSKE.............VFITNQV 145
NTDB id 1009 ACIAD RS15175 WP 004923730.1 SLIPVTTNEASSIDVSSDDKRARVVVNLKDAGAFTTRVEGNVFILKINNIQSTATPVAT............S.......A 138
NTDB id 1052 ABD1 RS15850 WP 001017033.1 SKISVATNEASSVDVTSDDQRSRLTVNLKDAGAFTTRVEGNTFILKINSAQTSNKPLPV............V.......S 138
NTDB id 1039 H0N27 RS01460 WP 031993779.1 SKISVATNEASSVDVTSDDQRSRLTVNLKDTGAFTTRVEGNTFILKINSAQTSNKPLPV............V.......S 138
NTDB id 392813 FD951 RS29230 WP 023970130.1 KSRDLGNGNARSVTVVESGPRTRVVVNLVALAPYSTRVAGNQLFVVIGQGATAAQSAPGQLA.........VASGRAKAT 147
NTDB id 1193 PAKAF RS26665 WP 003161249.1 KNRELSVGNTRSVTVVEAKDRTRLIINLTTLSSYTTRVEGNNLFVVVGNSPAGASVASTAPVKASPAPASYAQPIKPKPY 156
consensus * *** * * !* ** !*!****! * ******!* * **** *

logo

A
P
V
P
S
N
A
P
Q
A
Q
G
K
P

H
R
Q
A
S
E
G
V
I
G
K
R
S

S
R
N
V
IGDFRQGR I

G
A
S
E
K
Q
Q
G
G
EGNRLVLVVIDVLQLSGDPSTTGNLMITSP I

P
VDI

V
T
Q
E
Q
R
V
Q
D
G
G
K
S
E
K
L
I
V
R
V
I
L
V
D
T
N
R
T
F
P
A
I
L

K
R
N
G
A
I
T
Q
R
K
L
IPDELTAPNHLMRAKVRRYLNDTVTKNSDFHASTPVASQFISVINSTDSMARSQYAQNQDEKSGDSKGNRVKATVG

NTDB id 1284 ACE17W RS12370 WP 010946666.1 VNAKHEIKRIDFRGIEKQGGRVLIDVSDTGIPIDVTQVGKEIVVNFLNTKIPLNLMKRYDVSDFHSPVQIITMQQEGKKV 225
NTDB id 1257 GCO85 RS04855 WP 163621000.1 VNAKHEIKRIDFRGIEKQGGRVLIDVSDTGIPIDVTQVGKEIVVNFLNTKIPLNLMKRYDVSDFHSPVQIITMQQEGKKV 225
NTDB id 1009 ACIAD RS15175 WP 004923730.1 PAPQQGIGNIGFQRGAQGEGLVVIDLQGTNTPVDVQQQGSKVVVRFPGIKIPTHLARRLNTTDFATPVASIDSYNDGSNG 218
NTDB id 1052 ABD1 RS15850 WP 001017033.1 .AQPQGVSNIGFQRGSQGEGLVVVDLLGSNTPVDVQQQGSKVVIRTIGTKIPTHLARRLNVNDFATPVSSIDAYNDKGVG 217
NTDB id 1039 H0N27 RS01460 WP 031993779.1 .AQPQGVSNIGFQRGSQGEGLVVVDLLGSNTPVDVQQQGSKVVIRTIGTKIPTHLARRLNVNDFATPVSSIDAYNDKGVG 217
NTDB id 392813 FD951 RS29230 WP 023970130.1 ASAGRSIRSVDFQRGEQGEGNVLIDLSDSGMSPDIQERDGKLVLTFARARLPEPLRVRLDVKDFATPVQFVSARAESGKA 227
NTDB id 1193 PAKAF RS26665 WP 003161249.1 VPAGRAIRNIDFQRGEKGEGNVVIDLSDPTLSPDIQEQGGKIRLDFAKTQLPDALRVRLDVKDFATPVQFVNASAQSDRT 236
consensus * ******!*******! !**!**** ***!***** **** ** ***! ! *!*** !!**!!* * * ** **

logo

I
S
R
V
V
M
I
S
TI ELQPSGTKSGLTDSFYDGEHYLSFMTAVYQTVADNEKNRQKFLMTI

V
D
S
I
L
V
R
F
K
R
P
L
M
P
Q
T
S
T
A
D
G
N
K
E
V
D
E
N

A
L
I
E
Q
V
R
K
L
R
Q
T

N
A
R
S

N
S
L
K
T
K
L
Y

D
E
N
K
R
K
N
T

F
S
P
Q
A
V
N
F
Y
N
S
TGENKRKI

LSLDNFQNDIDSE I
VRASRVLQL ILADFTDNGLINLMVTVAASDKTSVQG

NTDB id 1284 ACE17W RS12370 WP 010946666.1 RMTILSKGDYGHFVYQVNKQFMVDVFPLTAEEIRQAKLKKQVFTGKRISLNFQNISIRAVLQLLADFTGINMVVSDKVQG 305
NTDB id 1257 GCO85 RS04855 WP 163621000.1 RMTILSKGDYGHFVYQVNKQFMVDVFPLTAEEIRQAKLKKQVFTGKRISLNFQNISIRAVLQLLADFTGINMVVSDKVQG 305
NTDB id 1009 ACIAD RS15175 WP 004923730.1 VISIQSTGSYEYMAYQAENKLTISLKRPQDNV.RLNSKNNQNYTGKKISLDFQDIEVRRVLQLLADFTNINMVTADSVQG 297
NTDB id 1052 ABD1 RS15850 WP 001017033.1 VITIQSSGSYEYMAYQAENKLTISLKRPQDKN.VTSLYKTPNYSGNKLSLDFQDIEVRRVLQLLADFTGINMVAADSVQG 296
NTDB id 1039 H0N27 RS01460 WP 031993779.1 VITIQSSGSYEYMAYQAENKLTISLKRPQDKN.VTSLYKTPNYSGNKLSLDFQDIEVRRVLQLLADFTGINMVAADSVQG 296
NTDB id 392813 FD951 RS29230 WP 023970130.1 IVTIEPGGTFDYSTYQTDNKLTVSVRPMTSGDLQKRNTERSAYNGEKLSLNFQDIEVRSVLQLIADFTNLNLVASDTVQG 307
NTDB id 1193 PAKAF RS26665 WP 003161249.1 SITIEPSGLYDYLVYQTDNRLTVSIKPMTTEDAERRKKDNFAYTGEKLSLNFQDIDVRSVLQLIADFTDLNLVASDTVQG 316
consensus ***! **!***** !! ************ * * **! **!!*!!*!**! !!!!*!!!!**!*!**!*!!!



logo

G
D
NITLHRLNQKNDI

VPWDQALDLIVI LTKTQKNGLDQKRKRLVKNGNVLMIWLVIDATPAKVSDASE I
M
L
A
D
I
A
K
S
A
M
REREDQEQEALEKSAI

V
Q
K
Q
A
T
Q
S
I
T
A
E
V

D
E
KLEAP I

LQRRSTDEYLLI LQI
V
L
K
NYAKAGAEDI EMAGVKLFI

NTDB id 1284 ACE17W RS12370 WP 010946666.1 DITLRLNDIPWDQALDIILTTQGLDKRRKGNVMLIDTKASMDKMEEEQLKSQQTIEKLEPIRSDLIQINYAKAADIAVLI 385
NTDB id 1257 GCO85 RS04855 WP 163621000.1 DITLRLNDIPWDQALDIILTTQGLDKRRKGNVMLIDTKASMDKMEEEQLKSQQTIEKLEPIRSDLIQINYAKAADIAVLI 385
NTDB id 1009 ACIAD RS15175 WP 004923730.1 NITLHLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVSELIKSEEDEAKAIAQSTKLAPLQTEYILLKYAKAADIEKLI 377
NTDB id 1052 ABD1 RS15850 WP 001017033.1 NITLRLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVAELIKAEEEEAKAVAQSVKLAPLQTEYIQLKYAKAGDIMGLI 376
NTDB id 1039 H0N27 RS01460 WP 031993779.1 NITLRLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVAELIKAEEEEAKAVAQSVKLAPLQTEYIQLKYAKAGDIMGLI 376
NTDB id 392813 FD951 RS29230 WP 023970130.1 GITLRLQNVPWDQALDLVLKTKGLDQRKVGNVLLVAPADEIAARERQELESQKQIADLEPLRRELLQVNYAKAAEIAKLF 387
NTDB id 1193 PAKAF RS26665 WP 003161249.1 NITLRLQNVPWDQALDLVLKTKGLDKRKLGNVLLVAPADEIAARERQELEAQKQIAELAPLRRELIQVNYAKAADIAKLF 396
consensus *!!!*!***!!!!!!!**!*!**!!*!* !!!***** *** * !******* ** *!*!*********!!!!**!* !*

logo

K
Q
T
D
S
Q
K
V
G
R
Q
S
T

R
S
N
A
D
S
N
G
S
G
T
N
Q
S
G
N
E
L
S
Q
N
HTSGGGTSTSTNGLSNATTGVEDPSLGDNSNVGDGTSKLETLDGSEGDPRGKSTI STLQVDEPADRTNNSTLIWIAIQYNQDPTQRSAGETQRSKLI EDQELVIRERKI

L
M
V
I
K
S
D
L
QLDVIQPVRKQV

NTDB id 1284 ACE17W RS12370 WP 010946666.1 KDKQN...............................SLLSDRGKISVDARTNTIWIQDTGTKIEEVRELIKQLDIPVKQV 434
NTDB id 1257 GCO85 RS04855 WP 163621000.1 KDKQN...............................SLLSDRGKISVDARTNTIWIQDTGTKIEEVRELIKQLDIPVKQV 434
NTDB id 1009 ACIAD RS15175 WP 004923730.1 TQGRNSGTSNSN.........TNGSATVEPLGDSVGTLLSPRGTISLDPRTNTLIINDTSQKIDQIRKMIDLLDIPVKQV 448
NTDB id 1052 ABD1 RS15850 WP 001017033.1 TQGSNNSNGLQHTSGGGTSTSTNLNTGVDSLGNNVGSLLSPRGTITQDDRTNTLIINDTAQSIDQIRKMIDLLDVQVKQV 456
NTDB id 1039 H0N27 RS01460 WP 031993779.1 TQGSNNSNGLQHTSGGGTSTSTNLNTGVDSLGNNVGSLLSPRGTITQDDRTNTLIINDTAQSIDQIRKMIDLLDVQVKQV 456
NTDB id 392813 FD951 RS29230 WP 023970130.1 QSVTRA...E..........................DKTDERGSITVDERTNNIIAYQTRERLDELRRIVSQLDIPVRQV 438
NTDB id 1193 PAKAF RS26665 WP 003161249.1 QSVTSDGGQE..........................GKEGGRGSITVDDRTNSIIAYQPQERLDELRRIVSQLDIPVRQV 450
consensus ** **** !!*!**!*!!!******** *****!*** *!!**!*!!

logo

L
M
V
I EAR IVREVANSTKVTGDSYFDTSQKDSEMILG I

V
K
RWGGVIALS IYRSHPQNTGKQHINGLTQNW

NN
S
A
G
N
S
Y
T
L
G
L
K
E
V
D
S
G
N
A
G
N
SELTNATI

LWGNI
L
K
R
D
N
E
E
PDKGSKMDNCE

R
T
G
G
P
T
I
G
T
N
G
A
P
Y
G
T
A
K
S

C
S
N
Y
V
T
F
V
I
G
E
P
L
T
R
P
TGSTSTKSES

P
N
P
R
D
R
S
N
P
L
F
N
L
VDLAGA

NTDB id 1284 ACE17W RS12370 WP 010946666.1 LIEARIVEVTKDFSQDIGIRWGVSRPTHL..SGTLEGANELA...........RG.TAPANVVPL.....ERRLNLDLAA 495
NTDB id 1257 GCO85 RS04855 WP 163621000.1 LIEARIVEVTKDFSQDIGIRWGVSRPTHL..SGTLEGANELA...........RG.TAPANVVPL.....ERRLNLDLAA 495
NTDB id 1009 ACIAD RS15175 WP 004923730.1 MIEARIVRATTSFSKEMGVKWGILSQGINQNSNLLVGGSETTLWNLRNPDS.N.....GTYTIER.....PDNLNVDLG. 516
NTDB id 1052 ABD1 RS15850 WP 001017033.1 MVEARIVRASTSFTKELGVKWGILSQGITNNNNLLVGGSETTLWNLREPKK.DETTGGYKYTIER.....PDNLNVDLG. 529
NTDB id 1039 H0N27 RS01460 WP 031993779.1 MVEARIVRASTSFTKELGVKWGILSQGITNNNNLLVGGSETTLWNLREPKK.DETTGGYKYTIER.....PDNLNVDLG. 529
NTDB id 392813 FD951 RS29230 WP 023970130.1 MIEARIVEANVDYDKSLGVRWGGSIQNQGNWNASGVSN.................GTNGSSTIGTPGSTSSNSPFVDLG. 500
NTDB id 1193 PAKAF RS26665 WP 003161249.1 MIEARIVEANVGYDKSLGVRWGGAYH.KGNWSGYGKDG...NI.GIKDEDGMNCGPIAGSCTFPTTGTSKSPSPFVDLG. 524
consensus **!!!!!*** *****!**!!* * * ** **** * * ** * ** ***!!*

logo

A
VPLTATG

V
K
A
S
T

A
D
N
T
A
N
T
P
G
AS
T
A
G
V
S
S
G
L
IGAI

L
F
A
G
F
K
L
L
I SLMNTSDDNVFI ILMLDLQELTSAMLQEKSAETDGNRYAGE I

L
V
V
I SQSTPRKLVI

V
M
S
TSTANDQKEQKATAVKVI ELAKSTGSTVEQQE I

VPYQSETAASTNSSAGAGSTATASTVTASF
NTDB id 1284 ACE17W RS12370 WP 010946666.1 APLTGATPASVGIALAKL.NDNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGEEIPYQEATSSGA...TAVAF 571
NTDB id 1257 GCO85 RS04855 WP 163621000.1 VPLTGATPASVGIALAKL.NDNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGEEIPYQEATSSGA...TAVAF 571
NTDB id 1009 ACIAD RS15175 WP 004923730.1 ....VTTTGASSIAFGLISLSDFMLDLELSALQADGYGEVISTPKVMSADKQKAKVATGVEVPYQSTTNSAAGSTATTSF 592
NTDB id 1052 ABD1 RS15850 WP 001017033.1 ....VSNP.AGSIAFGLISMSDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQSTTNSAAGSTATTSF 604
NTDB id 1039 H0N27 RS01460 WP 031993779.1 ....VSNP.AGSIAFGLISMSDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQSTTNSAAGSTATTSF 604
NTDB id 392813 FD951 RS29230 WP 023970130.1 ....TTAN.TSGLGIAFI.TDNVLLDLELTAMEKTGNGEIVSQPKVVTSDKETAKILKGTEIPYQEAASSGA...TSVSF 571
NTDB id 1193 PAKAF RS26665 WP 003161249.1 ....AKDA.TSGIGIGFI.TDNIILDLQLSAMEKTGNGEIVSQPKVVTSDKETAKILKGSEVPYQEASSSGA...TSTSF 595
consensus * * * ***** * ****!!!*!*!** *! *!**!*!*********!** *! **!!!****!*! ****!



logo KDKEAASVLLSLKNEVTPNSQITPDNGRKI IQLVMDKEVLNDKQVIANSTNQKDAETS IVPNADSSGPYLYAQNKMTALQVFPQLNDGEVALPAPI LIKINTKKNTNEVIQNATKNI
VL IVDNDNGQETVI IV I

LGGI
V
Y
F
K
S
E
N
Q
E
D
T
K
Q
T
M
S
N
N
K
A
S
V
I
Q
V
D
E
N
T
R
K
I
VPFLFG

NTDB id 1284 ACE17W RS12370 WP 010946666.1 KKAVLSLKVTPQITPDGKILMDLQINQDTPSPQ.TFLGVPAIITKEIQTNVLVNNGQTIVLGGIYKQDKNKVINRIPFFG 650
NTDB id 1257 GCO85 RS04855 WP 163621000.1 KKAVLSLKVTPQITPDGKILMDLQINQDTPSPQ.TFLGVPAIITKEIQTNVLVNNGQTIVLGGIYKQDKNKVINRIPFFG 650
NTDB id 1009 ACIAD RS15175 WP 004923730.1 KEALLSLEVTPNITPDGKILMELNIANDSINSY.AQNGEAILNKNTINTNVLVNNGETVVLGGVFEQTTNNAVTKVPFLG 671
NTDB id 1052 ABD1 RS15850 WP 001017033.1 KDALLSLNVTPSITPDGKIQMKLDISKDSVAGA.APNGELILNKNNINTNVLVDNGETVILGGVFEQTTMNSQTKVPFFG 683
NTDB id 1039 H0N27 RS01460 WP 031993779.1 KDALLSLNVTPSITPDGKIQMKLDISKDSVAGA.APNGELILNKNNINTNVLVDNGETVILGGVFEQTTMNSQTKVPFFG 683
NTDB id 392813 FD951 RS29230 WP 023970130.1 KEASLSLEVTPQITPDNRIIMEVKVTKDEPDYLNKVQDVPPIKKNEVNAKVLINDGETIVIGGVFSNTQSKVVDKVPFLG 651
NTDB id 1193 PAKAF RS26665 WP 003161249.1 KEAALSLEVTPQITPDNRIIVEVKVTKDAPDYQNMLNGVPPINKNEVNAKILVNDGETIVIGGVFSNEQSKSVEKVPFLG 675
consensus !*!*!!! !!!*!!!!**!**** ***!** **** **********!***!*!***!!** ** * * **!!*!

logo

E
D
V
I
LPYVLVGI

RLFKSRNRKTRDATQVI
V
K
T
S
E
L
D
A
R
D
K
N
K
S
E
N
QELLVI F ILVTPR I IMVTNDNAQTI

A
L
V
A
I
S

G
A
I
R

I
V
T
N
G
S
T
H
I
R
EGREKDVYK

NTDB id 1284 ACE17W RS12370 WP 010946666.1 ELPVVGILFSNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 1257 GCO85 RS04855 WP 163621000.1 ELPVVGILFSNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 1009 ACIAD RS15175 WP 004923730.1 DLPYVGRLFKKTAKSEAKNELLIFVTPRIVNDTIVGNH.......... 709
NTDB id 1052 ABD1 RS15850 WP 001017033.1 DIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH.......... 721
NTDB id 1039 H0N27 RS01460 WP 031993779.1 DIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH.......... 721
NTDB id 392813 FD951 RS29230 WP 023970130.1 DVPYLGRLFRRDVVSEKKSELLVFLTPRIMNNQAIAVSR......... 690
NTDB id 1193 PAKAF RS26665 WP 003161249.1 ELPYLGRLFRRDTVTDRKNELLVFLTPRIMNNQAIAIGR......... 714
consensus **!**!*!!*** ******!!!*!*!!!!*** *

X non conserved

X similar

X ≥ 50% conserved


