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NTDB id 39272 TMAR RS11650 WP 013496696.1 .MPPRTVFACQACGHVSPKWLGRCPECGAWNTFVEERAAAPAVSGGRRGGPGLAGALAAAREPVEPVALCQVAAGEQPRLETGMA 84
NTDB id 125 BSU 00870 NP 387968.1 MAKTKSKFICQSCGYESPKWMGKCPGCGAWNTMVEEMIKKAPANR....RAAFSHS...VQTVQKPSPITSIETSEEPRVKTQLG 78
NTDB id 279 KZH43 RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNA....RVSLTGE......KTKPMKLAEVTSINVNRTKTEME 75
NTDB id 238 SPD RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNA....RVSLTGE......KTKPMKLAEVTSINVNRTKTEME 75
NTDB id 204 SPR RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNA....RVSLTGE......KTKPMKLAEVTSINVNRTKTEME 75
NTDB id 169 SP RS00155 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNA....RVSLTGE......KTKPMKLAEVTSINVNRTKTEME 75
NTDB id 537 SMSK321 RS07120 WP 080550752.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNA....RVSLTGE......KTKPMKLAEVTSINVNRTKTEME 75
NTDB id 509 SM12261 RS00130 WP 078228442.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNA....RVSLTGE......KTKPMKLAEVTSINVNRTKTEME 75
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NTDB id 39272 TMAR RS11650 WP 013496696.1 ELDRVLGGGFVPGSVVLVGGDPGVGKSTLLLQVSQNLAARGLPVLYVTGEESAAQVRLRAERLGALVPGLAVLPTTDALQAAEAI 169
NTDB id 125 BSU 00870 NP 387968.1 EFNRVLGGGVVKGSLVLIGGDPGIGKSTLLLQVSAQLSGSSNSVLYISGEESVKQTKLRADRLGINNPSLHVLSETDMEYISSAI 163
NTDB id 279 KZH43 RS00140 WP 074017595.1 EFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSVRAEV 159
NTDB id 238 SPD RS00140 WP 074017595.1 EFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSVRAEV 159
NTDB id 204 SPR RS00140 WP 074017595.1 EFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSVRAEV 159
NTDB id 169 SP RS00155 WP 074017595.1 EFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSVRAEV 159
NTDB id 537 SMSK321 RS07120 WP 080550752.1 EFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSVRAEV 159
NTDB id 509 SM12261 RS00130 WP 078228442.1 EFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSVRTEV 159
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LAGPRLVMVLEHMVDATVLYFESGPEARHHATYF
NTDB id 39272 TMAR RS11650 WP 013496696.1 GRYQPALAVIDSIQTLAHPDVASAPGSVSQVRESAALLLAVAKRLPVVLVLVGHVTRAGTIAGPRVVEHMVDAVLYFESPAHHAY 254
NTDB id 125 BSU 00870 NP 387968.1 QEMNPSFVVVDSIQTVYQSDITSAPGSVSQVRECTAELMKIAKTKGIPIFIVGHVTKEGSIAGPRLLEHMVDTVLYFEGERHHTF 248
NTDB id 279 KZH43 RS00140 WP 074017595.1 ERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTF 244
NTDB id 238 SPD RS00140 WP 074017595.1 ERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTF 244
NTDB id 204 SPR RS00140 WP 074017595.1 ERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTF 244
NTDB id 169 SP RS00155 WP 074017595.1 ERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTF 244
NTDB id 537 SMSK321 RS07120 WP 080550752.1 ERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTF 244
NTDB id 509 SM12261 RS00130 WP 078228442.1 ERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTF 244
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NTDB id 39272 TMAR RS11650 WP 013496696.1 RLLRAMKNRFGATHEIALFEMQDRGLAEVTNPSARLLSERPRGAAGSAVVAAVEGTRPLLVEIQALVAPAPYGQPRRVATGLDLG 339
NTDB id 125 BSU 00870 NP 387968.1 RILRAVKNRFGSTNEMGIFEMREEGLTEVLNPSEIFLEERSAGSAGSSITASMEGTRPILVEIQALISPTSFGNPRRMATGIDHN 333
NTDB id 279 KZH43 RS00140 WP 074017595.1 RILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFN 329
NTDB id 238 SPD RS00140 WP 074017595.1 RILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFN 329
NTDB id 204 SPR RS00140 WP 074017595.1 RILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFN 329
NTDB id 169 SP RS00155 WP 074017595.1 RILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFN 329
NTDB id 537 SMSK321 RS07120 WP 080550752.1 RILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFN 329
NTDB id 509 SM12261 RS00130 WP 078228442.1 RILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFN 329
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NTDB id 39272 TMAR RS11650 WP 013496696.1 RAALVLAVLDKRAGLHLGGCDVYLKVAGGLRVDEPALDLGLAVALASSHRDRPADPEAVVIGELGLAGEVRSVQRVEDRVREAQR 424
NTDB id 125 BSU 00870 NP 387968.1 RVSLLMAVLEKRVGLLLQNQDAYLKVAGGVKLDEPAIDLAIVISIASSFRDTPPNPADCFIGEVGLTGEVRRVSRIEQRVKEAAK 418
NTDB id 279 KZH43 RS00140 WP 074017595.1 RASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAK 414
NTDB id 238 SPD RS00140 WP 074017595.1 RASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAK 414
NTDB id 204 SPR RS00140 WP 074017595.1 RASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAK 414
NTDB id 169 SP RS00155 WP 074017595.1 RASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAK 414
NTDB id 537 SMSK321 RS07120 WP 080550752.1 RASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAK 414
NTDB id 509 SM12261 RS00130 WP 078228442.1 RASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAK 414
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NTDB id 39272 TMAR RS11650 WP 013496696.1 LGFRRVILPGGNVTPALAAVAGELELVPVRRVEEAIAAAVG. 465
NTDB id 125 BSU 00870 NP 387968.1 LGFKRMIIPAANLDGWTK..PKGIEVIGVANVAEALRTSLGG 458
NTDB id 279 KZH43 RS00140 WP 074017595.1 LGFTKIYVPKNSLTGITL..PKEIQVIGVTTIQEVLKKVFA. 453
NTDB id 238 SPD RS00140 WP 074017595.1 LGFTKIYVPKNSLTGITL..PKEIQVIGVTTIQEVLKKVFA. 453
NTDB id 204 SPR RS00140 WP 074017595.1 LGFTKIYVPKNSLTGITL..PKEIQVIGVTTIQEVLKKVFA. 453
NTDB id 169 SP RS00155 WP 074017595.1 LGFTKIYVPKNSLTGITL..PKEIQVIGVTTIQEVLKKVFA. 453
NTDB id 537 SMSK321 RS07120 WP 080550752.1 LGFTKIYVPKNSLTGITP..PMEIQVIGVTTIQEVLKKVFA. 453
NTDB id 509 SM12261 RS00130 WP 078228442.1 LGFTKIYVPKNSLTGITP..PKEIQVIGVTTIQEVLKKVFA. 453
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