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NTDB id 1157 A1552VC RS03895 WP 001888250.1 ..................MVEDTASVAALYRSYLTPLDIDINIVGTGRDAIESIGRREPDLILLDLRLPDMTGMDVLYAV 62
NTDB id 1045 H0N27 RS16330 WP 168727019.1 .........MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHV 71
NTDB id 392662 GBK02 RS05355 WP 203468711.1 MSLARSERRSADALNRVLVVDDEPDIRELIDLTLLRMGLATVCVGSVGEAKKALESGAFNLCLTDMRLPDGEGLEIVQHI 80
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ...........MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYI 69
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NTDB id 1157 A1552VC RS03895 WP 001888250.1 KEKSPDVPIVFMTAHGSIDTAVEAMRHGAQDFLIKPCEADRLRVTVNNAIRKASKLKNDVDNKNQNYQGFIGSSQTMQAV 142
NTDB id 1045 H0N27 RS16330 WP 168727019.1 SQNYPNTPIAVLTAYGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVEHDT.TENALENKLLIGRSLPIQQL 150
NTDB id 392662 GBK02 RS05355 WP 203468711.1 AEHHGRLPVAVITAFGSAENAVAALKAGAFDYLTKPVGLDQLRALVKSALRLPEAV....RGDDPL.LALVGNSPCMQHV 155
NTDB id 1473 PAKAF RS24000 WP 003094694.1 QQRHPQTPVAMITAYGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLRNPE....AEEAPVDNRLLGESPPMRAL 145
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VNCAGAIPEKSTDMEL IMESEFLFGYHRVKKGASFTGAAEITEQTEDKRDQGAFLAIFELQSA
NTDB id 1157 A1552VC RS03895 WP 001888250.1 YRTIDSAASSKASIFITGESGTGKEVCAEAIHAASKRGDKPFIAINCAAIPKDLIESELFGHVKGAFTGAATERQGAAEA 222
NTDB id 1045 H0N27 RS16330 WP 168727019.1 RIAIKKIARSQAPVFVTGESGTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILS 230
NTDB id 392662 GBK02 RS05355 WP 203468711.1 RTMIDKLARSQAPIYISGESGSGKELAARLIHARSARHAGAFVPVNCGAIPEMLMESEFFGYRKGAFTGAETDRDGFFQA 235
NTDB id 1473 PAKAF RS24000 WP 003094694.1 RNQIGKLARSQAPVYISGESGSGKELVARLIHEQGPRIERPFVPVNCGAIPSELMESEFFGHKKGSFTGAIEDKQGLFQA 225
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NTDB id 1157 A1552VC RS03895 WP 001888250.1 ADGGTLFLDELCEMDLDLQTKLLRFIQTGTFQKVGSSKMKSVDVRFVCATNRDPWKEVQEGRFREDLYYRLYVIPLHLPP 302
NTDB id 1045 H0N27 RS16330 WP 168727019.1 AHGGSLFLDEIAELPLSMQVKLLRAVQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILPP 310
NTDB id 392662 GBK02 RS05355 WP 203468711.1 ANGGTLFLDEVADLPLAMQVKLLRAIQEKRVRKVGNTLEEPVDVRIVCATHKNLRDCVDRGAFRQDLYYRLNVIELRMPP 315
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ASGGTLFLDEVADLPMAMQVKLLRAIQEKAVRAVGGQQEVAVDVRILCATHKDLAAEVGAGRFRQDLYYRLNVIELRVPP 305
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NTDB id 1157 A1552VC RS03895 WP 001888250.1 LRARGDDVIEIAYSLLGFMSKEEGKDFVRLSAEVVERFRQYEWPGNVRQLQNVLRNVVVLNEGREITLDMLPPPLNQM.. 380
NTDB id 1045 H0N27 RS16330 WP 168727019.1 LRERGEDVLLLANHFIQKICMEWETPPKQLTEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPLRANI 390
NTDB id 392662 GBK02 RS05355 WP 203468711.1 LRERAEDIAPLVAAILQRLFGATH...PFLSAAALRALEFYPFPGNVRELENILERATALCSGEQIEVDDLHLEPEDLVE 392
NTDB id 1473 PAKAF RS24000 WP 003094694.1 LRERREDIPLLAERILKRLAGDTGLPAARLTGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHDLRLADAPGAS 385
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NTDB id 1157 A1552VC RS03895 WP 001888250.1 SAPINRALP.......LAHENKVSVHEIFP..LWMTEKQAIEQAIEACDGNIPRAATYLDVSPSTIYRKLQTWNEKVKEK 451
NTDB id 1045 H0N27 RS16330 WP 168727019.1 SNPFASAAQSIQTTVAAPQAVKKLPSEGLERYLENIEKDILLNALNMTHWNRTLAAKKLGMTFRSLRYRLKKFGLDTETE 470
NTDB id 392662 GBK02 RS05355 WP 203468711.1 E................SGGR...GSETLDAYLNRLERQAILEALQTTEGNRTAAARLLGVTFRSMRYRLERLGIE.... 449
NTDB id 1473 PAKAF RS24000 WP 003094694.1 Q................EGAASLSEIDNLEDYLEDIERKLIMQALEETRWNRTAAAQRLGLTFRSMRYRLKKLGID.... 445
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NTDB id 1157 A1552VC RS03895 WP 001888250.1 EKER 455
NTDB id 1045 H0N27 RS16330 WP 168727019.1 QEV. 473
NTDB id 392662 GBK02 RS05355 WP 203468711.1 .... 449
NTDB id 1473 PAKAF RS24000 WP 003094694.1 .... 445
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