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NTDB id 392614 GA693 RS10590 WP 160240918.1 ..MQLRKI.......QISVLSAALTALMCSSVVQASDLQIYAMPTAGQKTIVMMVDVSGSMAWTMGGSTTNNDSLKRITQ 71
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NTDB id 392614 GA693 RS10590 WP 160240918.1 YAEAASYLMGTRTNSYIEEQQADVYRENLQRT.GNSSNRKYNECTSYSSNISRIGSYYYQECLNFSPITATAF.....EG 225
NTDB id 1063 ABD1 RS15730 WP 000768961.1 YAEAAAYLMGTTTLKNINLVDAPIYFSYVTYDRRGRVITNYHACTEWNTEGTICNSWDS.SSLSNPPVISGLQQASCTAN 230
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NTDB id 392614 GA693 RS10590 WP 160240918.1 KSYDFYTDQSNPRSYFIKTNIKTLIKVEKNQSNTSGFSNSVLDSKTTTNEIEHYKSPLP..TNKVSCDGQGVYVLSDGEP 303
NTDB id 1063 ABD1 RS15730 WP 000768961.1 IGWQLLS.....GTCYKKTGLITI......NNLDSGFNKSISGSKNTD..QSQYNSPLPAVANRQSCDGQGIYFLSDGEP 297
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NTDB id 392614 GA693 RS10590 WP 160240918.1 NDSSDAAAQTQMINALSSPVLNPPDTNFSCNVSSSNLTNPLTGGNSGGAWKCMGEFAKRLYSG.ANPAGVKIQTAFVGYS 382
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NTDB id 392614 GA693 RS10590 WP 160240918.1 NSFNNLSNDDVRNACKLGSNLKGDACSYYQADGLTLNLNATRRNPESGYGNGGFYTATSANDVTKSVLNFIDNLGTDPLS 462
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NTDB id 392614 GA693 RS10590 WP 160240918.1 LWGSLLQNDGGLIQVGGTYEMLPMPTETKQS.................TLRNLVTDVKDVNGNILVPLETRDETTGTVTP 599
NTDB id 1063 ABD1 RS15730 WP 000768961.1 YWNSSTYNDGGKVFFGGSYAKVPLPIAGQNETRDAEGNITKYYYAVQSKIRNLFTDVSAVAADGSLTK.......ISTSG 594
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NTDB id 392614 GA693 RS10590 WP 160240918.1 TPLLRVPNLD........T.GISKNTVL...NQFRSQSVLSQFPVSVRLKLLNYLGFKVDTALEELPENDEVSYEGSPYI 667
NTDB id 1063 ABD1 RS15730 WP 000768961.1 TNLLKIPAAPPEGTNPFDTVANTASYVLGKFDPSTGQNILKAFPISLKLKILNYLGYSTDISATTLPSS..LVTSNEPYL 672
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NTDB id 392614 GA693 RS10590 WP 160240918.1 SMGGIIHSFPVQMTYSGVISSSGELLTQDIPLDDGNFVRARQQSVLYGSMEGGLHIVDSLTGEEQMVFVPAEILNDERAS 747
NTDB id 1063 ABD1 RS15730 WP 000768961.1 SMGGSIHSLPVQLTYNGTLDD............NGNLTSAREQSILYGTMEGGLHIVDASSGIEQMVFVPADILNDSVAS 740
consensus !!!! !!! !!!*!! ! * ************ !! !! !!*!!!*!!!!!!!!! *! !!!!!!!!*!!!! !!

logo

K
SALVQVGKGQSDGATPSAPAHGMVDAGAPWVSVDAPATYNR I

T
S
T
TVGSGSTHSAPNVASKQVTVAKTKQMNI

VYGGLMRMGGNSSFYYAGLDVLNSPKTKSPKLKLFR IGAPD
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NTDB id 392614 GA693 RS10590 WP 160240918.1 LSDFSRMGQSWSKPTLINLRINGKPKRAMVVGGGYDMCYENPRFKLASAATENDTDNCSTKTRAKGNAIYVVDADTGERL 903
NTDB id 1063 ABD1 RS15730 WP 000768961.1 QTDYSRMGQSWSKPVLANIRYNGSIRRVLIVGGGYDQCYEKPNITLT........DACFTNGKAKGNAVYIIDAKTGQRL 892
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NTDB id 1063 ABD1 RS15730 WP 000768961.1 WWTSDTGSNTDNANMKHSIVSRISTLDRDADGLVDHLYFGDLGGQIFRVDLNNNQTKTNSTYSSFGVRVVRLANLATNDS 972
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NTDB id 392614 GA693 RS10590 WP 160240918.1 LDFINDSLITNRELTTDYTATTSEEDVPLSNRLLTRELTLKDLLSNPQVALTETNTAYSQYF.NETAPKFGWYRSLSWSW 1135
NTDB id 1063 ABD1 RS15730 WP 000768961.1 RDFVKKNLMSLTDN.................QLETKDITRTGLRKNPQILRTGETRVAQIFFPTTGVGKGGWYRSLSS.. 1109
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NTDB id 392614 GA693 RS10590 WP 160240918.1 DTTANGAELANGTFRKPGGLKAFEEPLAIGNNLFIPVYDPEGTGITPQDPCLPRVVGETDRQQYCLPFGVCVTDTGAIDI 1215
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