
logo MKGAI IATF ILLVI FGC I
V IVLVVFHEFGHYFFFAKRASGI LVREFSAIGMGPKLI FWAHRTSGKHDGTTVYTIR I LPLGGYVRMAGAWAGDEDETDTE I EKPT

NTDB id 392314 D1010 RS10300 WP 152260940.1 MKGIIAFILVFGIIVLVHEFGHYFFAKRAGILVREFSIGMGPKLFWHRS.HGTTYTIRILPLGGYVRMAGAADDEDEIEP 79
NTDB id 323 STU RS10650 WP 011225396.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT 80
NTDB id 291 STER RS01205 WP 011680685.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT 80
consensus !!*!!*!*!*!**!!**!!!!!*!!!!!*!!!!!!!*!!!!!!*!*!****!!*!!!!!!!!!!!!!!!!***!**!!**

logo GTSMPATSLVTLNGDKADGVKVTRSR INTLSDKRVQTVNDVQNTGAVLPLMQNVSTKASYDLEKDEKLWTVI ETGYLEVNLGDEESMVTKRTYPEVDHDATI IVEHEDGTEVLQR IAPLKD
NTDB id 392314 D1010 RS10300 WP 152260940.1 GTMATLVLNDAGVVTSINTSDKVTNVNGVPLQVSKSDLEKELWVEGYENGDESMVKRYPVDHDATIIEHDGTEVQIAPLD 159
NTDB id 323 STU RS10650 WP 011225396.1 GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGE...TKTYEVDHDATIVEEDGTELRIAPKD 157
NTDB id 291 STER RS01205 WP 011680685.1 GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGE...TKTYEVDHDATIVEEDGTELRIAPKD 157
consensus !**!*!*!***!*!**!!*!!********!**!***!!!**!***!***!* *!*!*!!!!!!!*!*!!!!**!!!*!
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NTDB id 392314 D1010 RS10300 WP 152260940.1 VQFQSASLGRRMLTNFGGPLNNFLLGIITFIIIAFVNGGAPNNSQTMIAQIEPGMPAAQAGFKAKDVVQTVDGQRVGDIT 239
NTDB id 323 STU RS10650 WP 011225396.1 VQYQNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQV.ANGGAAQVSGLKTGDAIVAINKDKVTDWD 236
NTDB id 291 STER RS01205 WP 011680685.1 VQYQNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQV.ANGGAAQVSGLKTGDAIVAINKDKVTDWD 236
consensus !!*!*!!***!**!!!*!!*!!!*!!***!!!*!!!*!!****!***!** **!**!***!*!**!*********!*!**
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NTDB id 392314 D1010 RS10300 WP 152260940.1 DFSKHLQNKAGK.....TVKIKV.LRNGQTKTLTVKPVARTVDKKQVTQIGVAVTGSLDTSFTAKLKYGFTETWYIITHI 313
NTDB id 323 STU RS10650 WP 011225396.1 SLKEALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQKSQ......GSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAI 310
NTDB id 291 STER RS01205 WP 011680685.1 SLKEALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQESQ......GSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAI 310
consensus *****!*****!**********!***!!!**!**!!!* ** ******!***!*!****!***!!***!***!*!
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NTDB id 392314 D1010 RS10300 WP 152260940.1 LQILGSFFTGGFSLNKLGGPVAIYQASSQAASFGWLSVVTMMASLSVNLGLMNLLPIPALDGGKLLLNVVEAVRGKPISE 393
NTDB id 323 STU RS10650 WP 011225396.1 LATLKGL.ITNFSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQ 389
NTDB id 291 STER RS01205 WP 011680685.1 LATLKGL.ITNFSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQ 389
consensus !**!*** ***!!!!!!!!!!!**!*!*!!***!**!****!**!!*!!!**!!*!!!!!!!!!***!**!!*!*!!***
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NTDB id 392314 D1010 RS10300 WP 152260940.1 EKEGVITLIGFGLLLLLMIAVTWNDFQRLFTH 425
NTDB id 323 STU RS10650 WP 011225396.1 EIESYITLAGVAVMVVLMIAVTWNDIMRAFF. 420
NTDB id 291 STER RS01205 WP 011680685.1 EIESYITLAGVAVMVVLMIAVTWNDIMRAFF. 420
consensus !*!**!!!*!******!!!!!!!!!**!*!*
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