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NTDB id 1131 NGFG RS05740 WP 003695064.1 MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRNGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYLEGRI 80
NTDB id 392310 D1010 RS07215 WP 152260606.1 .MINRVVLVGHLTRDVDLRYTQGGTAVGRFTVAVTRNFKNSQGER..DSDFINCTMWRKAAESFASFAHKGTLVGIDGRI 77
NTDB id 624 LCA RS00040 WP 011373726.1 .MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANGDR..EADFINCVIWRKSAENFANFTKKGSLVGVDGRL 77
NTDB id 113 BSU 40900 NP 391970.1 .MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSGER..EADFINCVTWRRQAENVANFLKKGSLAGVDGRL 77
NTDB id 112 BSU 36310 NP 391512.2 .MFNQVMLVGRLTKDPDLRYTSAGAAVAHVTLAVNRSFKNASGEI..EADYVNCTLWRKTAENTALYCQKGSLVGVSGRI 77
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NTDB id 1131 NGFG RS05740 WP 003695064.1 QSRKYQGKDGIERTAYDIVANEMKMLGGRNENSGGA......PYDE.........GYGQSQEAYQRPAQQSRQPAPDAPS 145
NTDB id 392310 D1010 RS07215 WP 152260606.1 QTGSYTNKDGAKVYTTEVVVDEFSLLSPKNKQESAPSQGGGQSSRS...D.......GKHQQ...........PA..... 131
NTDB id 624 LCA RS00040 WP 011373726.1 QTRNYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQNFNSNQSNGSQ.......QSGFTSPQQTGNAPAANN.. 148
NTDB id 113 BSU 40900 NP 391970.1 QTRNYENQQGQRVFVTEVQAESVQFLEPKNGGGSGSG.....GYNEGNSGGGQYFGGGQNDNPFGGNQNNQRRNQGNS.. 150
NTDB id 112 BSU 36310 NP 391512.2 QTRSYENEEGVNVYVTEVLADTVRFMDPKPREKAAD............................................ 113
consensus !** !** *! ********** * ****** * * * * * * **
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NTDB id 1131 NGFG RS05740 WP 003695064.1 HPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 392310 D1010 RS07215 WP 152260606.1 ....DS........GFDSGTPISDDDLPF 148
NTDB id 624 LCA RS00040 WP 011373726.1 .TQADPFA......NNGQAIDISDDDLPF 170
NTDB id 113 BSU 40900 NP 391970.1 .FNDDPFA......NDGKPIDISDDDLPF 172
NTDB id 112 BSU 36310 NP 391512.2 ............................. 113
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