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NTDB id 392295 GB851 RS09930 WP 003788664.1 .. ... ...ttt NINg§A EWSEL IQNLRGIGPAKAKAIE
NTDB id 1127 NGFG RS10560 WP 003703428.1 MSRGGATPYRFLLIRHIVARCGLLFATLKGKTMKKMFVLFCMLFSCAFSLAAVNINAASQQELE
NTDB id 1126 NGFG RS09375 WP 003703428.1 MSRGGATPYRFLLIRHIVARCGLLFATLKGKTMKKMFVLFCMLFSCAFSLAAVNINAASQQELER
NTDB id 1125 NGFG RS07215 WP 003703428.1 MSRGGATPYRFLLIRHIVARCGLLFATLKGKTMKKMFVLFCMLFSCAFSLAAVNINAASQQELER
NTDB id 1108 NGFG RS06525 WP 003703428.1 MSRGGATPYRFLLIRHIVARCGLLFATLKGKTMKKMFVLFCMLFSCAFSLAAVNINAASQQELER
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NTDB id 392295 GB851 RS09930 WP 003788664.1 PEAEKEXNWEAAINIRA S\YP(exIK MUAT MNORRERLERUeN VINAIMP VT TKAQIFI TINPK 102

NTDB id 1127 NGFG RS10560 WP 003703428.1 YRAQNGAFKSVDDLIKVKGIGPAVLAKLKDQASVGAPAPKGPAKPVLPAVKKE 131
NTDB id 1126 NGFG RS09375 WP 003703428.1 YRAQNGAFKSVDDLIKVKGIGPAVLAKLKDQASVGAPAPKGPAKPVLPAVKKR 131
NTDB id 1125 NGFG RS07215 WP 003703428.1 YRAQNGAFKSVDDLIKVKGIGPAVLAKLKDQASVGAPAPKGPAKPVLPAVKKHE 131
NTDB id 1108 NGFG RS06525 WP 003703428.1 YRAQNGAFKSVDDLIKVKGIGPAVLAKLKDQASVGAPAPKGPAKPVLPAVKKR 131
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