logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177
1203
1019
1307

A1552VC RS01165 WP 000422572.1
PSJM300 01605 AFN76401.1

ACIAD RS04205 WP 004922051.1
DR RS10055 WP 010888596.1

392287 GB851 RS07425 WP 003791105.1

1116
1086
1185
1176
1283
1259
1202
1194
1020
1081
1060
1040

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177
1203
1019
1307

NGFG RS10615 WP 003690200.1
NMV RS00245 WP 002218487.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.1
ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
PSJM300 01600 AFN76400.1
PAKAF RS01995 WP 003084552.1
ACIAD RS04210 WP 011182164.1
FDQ49 RS05335 WP 006581387.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1

A1552VC RS01165 WP 000422572.1
PSJM300 01605 AFN76401.1

ACIAD RS04205 WP 004922051.1
DR RS10055 WP 010888596.1

392287 GB851 RS07425 WP 003791105.1

1116
1086
1185
1176
1283
1259
1202
1194
1020
1081
1060
1040

consensus

NGFG RS10615 WP 003690200.1
NMV RS00245 WP 002218487.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.1
ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
PSJM300 01600 AFN76400.1
PAKAF RS01995 WP 003084552.1
ACIAD RS04210 WP 011182164.1
FDQ49 RS05335 WP 006581387.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1

.Qiggu 0Lk ool

I4 SDLH SAG
Il SDLH SAG
ASDLHLS G
[ASDLHLSAG
@ IIASDLHLSAG
[ASDLHLSAG
[ASDLHLSAG
[ASDLHLSAG
[

AR

B\DITELLAFSVK
sk ok ok ok sk k| ok ok ok k

1R

=== =fekel= == 22 2=

FULL ol x *

| sk ok k% ok

SRRl PRI

PPMIRVEIG
RIPMIRVEIG
BPMIRVEIG

PPM R DG

PPM R DG
PPMIRVDG
PPMIRVDG
PPMIRVDG
PPMIRVDG
PPMIRVDG
PPMIRVDG
PPMIRVDG
PPMIRVDG
* 1k

===~ li=c=c = ]i-vli=--c -] = - = l=~}

DGR E E

VRRINL AL 0 sl Yol
V]

TA|

IMND QR
IMND
IMND
IMND
IMND
IMND
IMND
IMND

YT ADMPRGLVLVTGPTGSGKSTTLAAM
NI AIRIPRG VLVTGPTGSGKSTTLAAM
YT AIRIPRG VLVTGPTGSGKSTTLAAM
RIMTALNNGY GLVLVTGPTGSGKSTTLAAM
SN ANNGY GLVLVTGPTGSGKSTTLAAM
I3 AMJAMIRGLVLVTGPTGSGKSTTLAAY
I ARSIRGLVLVTGPTGSGKSTTLAAY
ISTIPAYPRGLVLVTGPTGSGKSTTLAAM
I PAYPRGLVLVTGPTGSGKSTTLAAM
DIIOMPRGLVLVTGPTGSGKSTTLAAM
DII[@MPRG VLVTGPTGSGKSTTLAAM
DIIMNPRG VLVTGPTGSGKSTTLAAM
DI[MPRG VLVTGPTGSGKSTTLAAM
Kok kR Dok Dae D Ese D E T Dok

.Dg..QR elebsyDfSTE

1563
155
156
159
155
155
155
155
155
155
155
155
155
155
155
155
155



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177 A1552VC RS01165 WP 000422572.1

1203
1019
1307

392287 GB851 RS07425 WP 003791105.1

1116
1086
1185
1176
1283
1259
1202
1194
1020
1081
1060
1040

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177
1203
1019
1307

392287 GB851 RS07425 WP 003791105.1

1116
1086
1185
1176
1283
1259
1202
1194
1020
1081
1060
1040

consensus

PSJM300 01605 AFN76401.1
ACIAD RS04205 WP 004922051.1
DR RS10055 WP 010888596.1

NGFG RS10615 WP 003690200.1
NMV RS00245 WP 002218487.1
GTF74 RS11940 WP 000350195.1

A1552VC RS01160 WP 000350195.1

ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
PSJM300 01600 AFN76400.1
PAKAF RS01995 WP 003084552.1
ACIAD RS04210 WP 011182164.1
FDQ49 RS05335 WP 006581387.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1

A1552VC RS01165 WP 000422572.1

PSJM300 01605 AFN76401.1
ACIAD RS04205 WP 004922051.1
DR RS10055 WP 010888596.1

NGFG RS10615 WP 003690200.1
NMV RS00245 WP 002218487.1
GTF74 RS11940 WP 000350195.1

A1552VC RS01160 WP 000350195.1

ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
PSJM300 01600 AFN76400.1
PAKAF RS01995 WP 003084552.1
ACIAD RS04210 WP 011182164.1
FDQ49 RS05335 WP 006581387.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1

) VCERORET AL TAAE VR Tk

IL GEMREMIE[ PIALINJAETGHLVE .| TLHIRBYANM
ILVGEMRDMETIWNA TAAETGHLVIGTLHTHS Ajg

WNALR ALR [APD
IN(AL SALREDPD
INYALESALREDPD
INYALRSALREDPD
IQALRSALREDPD
IQYALRSALREDPD
WALRSALREDPD
WALRSALREDPD
§)IALRSALREDPD
)3ALRSALREDPD
IW3ALRSALREDPD
M3ALRSALREDPD

LTIEDPIEFVHNSKKSLINQRE H[NsIT|®
LTIEDPIEFVHNSKKELINQRE H[N:ITI®

ILVGEWRDIMETIILA TAAETGHLVFGTLHTRYSA
ILVGEMRDMETIWLA TAAETGHLVFGTLHTNSAp
ILVGEMRDMETIWLALTAAETGHLVFGTLHT SAAK
ILVGEMRDMETIWLALTAAETGHLVFGTLHT SAAK
ILVGEMRDMETIWLALTAAETGHLVFGTLHT SAAK
ILVGEMRDMETILALTAAETGHLVFGTLHT SAAK
WMRAALRSALREDPD ILVGEMRDIRETIIMLALTAAETGHLVFGTLHT SAAK
IMYALRSALREDPD ILVGEMRDIBETIIALALTAAETGHLVFGTLHT

TIDRLDNF et VLS ol s a0 UL R0 g 0

DK NEKEGIHEV FIALENEZREAPNEIR G ERH LK.T ARSQEVGMQ

IDRI DVFPEE [ [
T DRIIDVFPAEEK
T DRI DVFPAMEK
T DRI DVFPAEEK
TIDRIIDVFP § K
TIDRIIDVFP [ K
TI RIIDVFPAEEKEMVR
TI RIIDVFPAEEK§MVR
TIDR DVFPAEEKEMVR

EEEErEy

TKDGKGRVAAHEIM PAIRNLIRENK
IGDIGNIGRVA HETIJRI IPA RNLIRERK
JEDIGNIGRVA HETJRI WPA RNLIRERK
MUGGGRVA[S HEIM PAIRNLIRE@NK
AIGGGRVAHEIM PATIRNLIREEK
GATRNLIRERK

BUWSGGRVAARETIM [¢ [AIRNLIRERK
MUGGGRVAAHEIMI PAIRNLIRERK
WIGGGRVAAHEIMI PAIRNLIRE|RK
BOGGGRVAAHEIMI MPAIRNLIRE[EK
BIGGGRVAAHEIMI MPAIRNLIRERK
BUGGGRVAAHEIMI MPAIRNLIRERK
MIUGGGRVAAHEIMI MPAIRNLIRERK

Kok | okokokok | okokok ok ok ok ok ok ok kok ||

.NKGGRVAAIEIM

AQMYSHIIQTG
AQMYSIN\IQTG
AQMYSHNIQTG
AQMYSINIQTG
AQMYSINIQTG
AQMYSINIQTG
kokokkokk Xk

*ok 1ok ok ok ok ok ok ok K ok K Uk |

233
235
236
239
235
235
235
235
235
235
235
235
235
235
235
235
235

313
315
316
319
315
315
315
314
314
314
314
314
314
314
314
314
314



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177 A1552VC RS01165 WP 000422572.1

1203
1019
1307

PSJM300 01605 AFN76401.1
ACIAD RS04205 WP 004922051.1
DR RS10055 WP 010888596.1

392287 GB851 RS07425 WP 003791105.1

1116
1086
1185
1176
1283
1259
1202
1194
1020
1081
1060
1040

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177
1203
1019
1307

NGFG RS10615 WP 003690200.1
NMV RS00245 WP 002218487.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.
ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
PSJM300 01600 AFN76400.1
PAKAF RS01995 WP 003084552.1
ACIAD RS04210 WP 011182164.1
FDQ49 RS05335 WP 006581387.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1

A1552VC RS01165 WP 000422572.
PSJM300 01605 AFN76401.1
ACIAD RS04205 WP 004922051.1
DR RS10055 WP 010888596.1

1

1

392287 GB851 RS07425 WP 003791105.1

1116
1086
1185
1176
1283
1259
1202
1194
1020
1081
1060
1040

consensus

NGFG RS10615 WP 003690200.1
NMV RS00245 WP 002218487.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.
ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
PSJM300 01600 AFN76400.1
PAKAF RS01995 WP 003084552.1
ACIAD RS04210 WP 011182164.1
FDQ49 RS05335 WP 006581387.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1

1

TLDQQLQ_M/@EN%;FE;ABgAgng

s RENIREKINKIP .
MNLPTIRAVINKSP .
P QTR TANKQP .
s QTIRTANKQP .
P QTNRTANKQP .

X non conserved
B similar
>50% conserved

LNK

IS KHTEVHE AN .
IRIKHTI\HEANLNK .
IRIRD SPAKEKINKQP .

368
381
383
418
346
347
347
345
345
344
344
344
344
344
345
345
345

EL
F%::i-LE&L-.—-Ll'S.‘c:‘:ELE-:\»'.:?V(. S RERVREIDET o avmis AR R EDOs G REF R A
IWEDIRAIRY QIRYVDDKESSIEQDELHSIADSANDLRLMLKTKRGDDY . . . GSGSLQNVKI........ DME..............
pERIe Ay NMY VQEEISEY EDJAL LHJ\ADSSNDLRLMIKLGSETDGEHLTSVS.QGLTL. . . . .. .. EMSDDDPGRSFR. .. ..
UWEFDIRAIRFDIRYDHQHpESS]Y ADPALKHIADSPNNLRLQIKLSEEANKPLDNRERMSEMER. . . .. . .. KMTFDGQRRNLK. .. ..
DIAYIMAGIRFREHENSRYDKELERINIDPKEFARLANDASAGL. . . .GGASMTPAAPPVPAYNSASSSSTGRGGDFGRGAAA
N LD AL R AK Y QN P DM IN . . . ot et e e e e e e e e e e e e e e e e e e e e
IR P E A R R R I AN SE S M S .« . . e e e e e e e e e e e e e e e
I PEVE RRREAN SESMSE . . o o e

368
381
383
395
346
347
347
345
345
344
344
344
344
344
345
345
345



