
logo MKPASKKCR I STQLRQLNKMLWVAFPLLSLPFYAQAENKNTLPFSDSSLTGIQKTYGPNI
V
A
TLALSVEFPTAGAAYSTATEFTDE

NTDB id 392271 GB851 RS01015 WP 164538028.1 MKPASKKRISTQLRQLNKMLWVAFPLLSLPFYAQAENKTLFSDSSLTGIQKTYGPNIALALSVEFPTAGAAYSTATEFTD 80
NTDB id 1190 QG077 RS00720 WP 285068138.1 MKPASKKCISTQLRQLNKMLWVAFPLLSLPFYAQAENNTPFSDSSLTGIQKTYGPNVTLALSVEFPTAGAAYSTATEFTE 80
consensus !!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !*!!!!!!!!!!!!!!!!* !!!!!!!!!!!!!!!!!!!!!*

logo AMMSQTFLGYFDNTKCYEYVASPNSDRDNGMKAFAADNSGYKQNSGSDNVSKDKNRYGRTLPLLAPDGTQALAGKQRPSWI FDYADGRRFDS
NTDB id 392271 GB851 RS01015 WP 164538028.1 AMMSQTFLGYFDNTKCYEYVAPNDRDGMKAFADNGYKQNSGSDNVSKDKYGTPLLAPDGTQALAGKQRSWIFDYDGRRFD 160
NTDB id 1190 QG077 RS00720 WP 285068138.1 AMMSQTFLGYFDNTKCYEYVSPSDRNGMKAFAASGYKQNSGSDNVSKDNRGRLLLAPDGTQALAGKQRPWIFDYAGRRFS 160
consensus !!!!!!!!!!!!!!!!!!!! ! !! !!!!!! !!!!!!!!!!!!!! ! *!!!!!!!!!!!!!!!*!!!!! !!!!

logo

I
VPDPTARYRSNNI

MLYES IRQKEFFLHYDSHMDTSLNDS IMAGTSGAVNHKYETDKEQREYFHPTRTASTSNGMVGVCDEGEPKNEFSGNFMN
NTDB id 392271 GB851 RS01015 WP 164538028.1 IPDTARRNNMLYESIRQKEFFLYDSH.....DSIATSGAVNHKYETKEQEYFHPTRTASTSNGMVGVCDGPNEFSGNFMN 235
NTDB id 1190 QG077 RS00720 WP 285068138.1 VPDPAYSNNILYESIRQKEFFLHDSMDTSLNDSMGTSGAVNHKYETDEREYFHPTRTASTSNGMVGVCEGEKEFSGNFMN 240
consensus *!!*! !!*!!!!!!!!!!!!*!!******!!**!!!!!!!!!!! ! !!!!!!!!!!!!!!!!!!!*!* !!!!!!!!

logo WATMSAIDI FRQAMTGGNRALGVAKDTTAYQVALGDTPETQTFLRRANVVRAQNAHNYMQRTVRLSEANIKRKVLPHDYAVDGKLVNY
NTDB id 392271 GB851 RS01015 WP 164538028.1 WATMSAIDIFRQAMTGGNRALGVAKDTTAYQLGDTPEQTFLRRANVVRAQNANYMQRTVRLSEANIKKVLPHDYAVDKLN 315
NTDB id 1190 QG077 RS00720 WP 285068138.1 WATMSAIDIFRQAMTGGNRALGVAKDTTAYVAGDTPTQTFLRRANVVRAQNAHYMQRTVRLSEANIRKVLPHDYAVDGVY 320
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!! !!!!!!!!!!!!!!!*!!!!!!!!!!!!!*!!!!!!!!!! *

logo P I
TLADNNYGQRELSPSSNKNFFLYKQGYVPHPYAYRMRLDSTRSRWQWEKDEETKRKQTNS IKAMTGKVTLATDNRPLLVRNSGFGVDFRRAS IVHRDV

NTDB id 392271 GB851 RS01015 WP 164538028.1 PILADYGQELSSNKFFLYKGYVPHPYAYRMRLDTRWQWEDETKKTNIKAMTGKVTLATDRPLLVRNSGFGVDFRRSIRDV 395
NTDB id 1190 QG077 RS00720 WP 285068138.1 PTLANNGRESPSNNFFLYQGYVPHPYAYRMRLDSSRQWKEETRQTSIKAMTGKVTLATNRPLLVRNSGFGVDFRRAVHDV 400
consensus ! !! ! ! *!! !!!! !!!!!!!!!!!!!!* !! *!!* ! !!!!!!!!!!!! !!!!!!!!!!!!!!!! **!!

logo SGNGWYHKQAFRRDDYWSSGRSDWWR
SGATWLGDINDGGTNGRYWAPVKSRVMPYQVTVEACVPDGKLEANCVRQPSGSYKPEGLM

NTDB id 392271 GB851 RS01015 WP 164538028.1 SGNGWYHQAFRRDYWSSGRDW.RGATWLGDINDGGNGRYWAPVKSRVMPYQVTVEACVPGKLEANCVRQPSGSYKPEGLM 474
NTDB id 1190 QG077 RS00720 WP 285068138.1 SGNGWYHKAFRRDDWSSGSDWWSGATWLGDINDGTNGRYWAPVKSRVMPYQVTVEACVPDKLEANCVRQPSGSYKPEGLM 480
consensus !!!!!!! !!!!! !!!! !!* !!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!

logo QQNASTMRFAAFGYANIAGNTVSGGVLRSRMRYIANPNKRDGAATAATGPAVKYQEE IDNPHKTGQFYLVNPDRNAEEGPTAAQQAFTVV
NTDB id 392271 GB851 RS01015 WP 164538028.1 QQNASTMRFAAFGYANIAGNTVSGGVLRSRMRYIANPNRDGAAAAGPAVKYQEEIDPHTGQFYLNPDRNAEGPAQQAFTV 554
NTDB id 1190 QG077 RS00720 WP 285068138.1 QQNASTMRFAAFGYANIAGNTVSGGVLRSRMRYIANPNKDGATATGPAVKYQEEINPKTGQFYVNPDRNAEETAAQAFVV 560
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!! ! !!!!!!!!!! !*!!!!!*!!!!!!! *! !!! !



logo NTGDKKNLSPSPSNFDNSGTINYLNKFGDYNNYKTNDPGAELYYTALRYLRHNAKGFPALYKNTKLAI EAATGRTASGNITKREVRDNFPL I
NTDB id 392271 GB851 RS01015 WP 164538028.1 NT.DKKSPSPNFDNSGTINYLNKFGDYNNYKTNDPGAELYYTALRYLRHAGFPALYKNKLIEAAGTAGITKEVRDNFPLI 633
NTDB id 1190 QG077 RS00720 WP 285068138.1 NTGDKNLPSSNFDNSGTINYLNKFGDYNNYKTNDPGAELYYTALRYLRNKGFPALYKTKLAEAT.RSNITREVRDNFPLI 639
consensus !!*!! !!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!* !!!!!!! !! !! * !!*!!!!!!!!!

logo

A
TDNWDNPLNVFSDNTTLNVADNVCRPNYI IY IGDTNTHADASLPGGGNTPQYDFSNVDNDDPRDIHVRDNL IDNEKIKSPNEPRLSW

NTDB id 392271 GB851 RS01015 WP 164538028.1 TDNWDNPLNVFSDNTTLNVADNVCRPNYIIYIGDTNTHADASLPGGGNTPYDSNVDDDRDIHVRNLIDEKIKPNEPRLSW 713
NTDB id 1190 QG077 RS00720 WP 285068138.1 ADNWDNPLNVFSDNTTLNVADNVCRPNYIIYIGDTNTHADASLPGGGNTQYDFNVNDDPDIHVRDLINEKISPNEPRLSW 719
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!! !! !!*!!!!! !! !!! !!!!!!!!

logo WNDGNWGADASPGGAMAALALWGRTHNDLQPQDNFGKRLSSFMIDTVEDGDKFKAPSAGGEKNNNYWLAAKYGGFNDLNKNNGLVPDKVG
NTDB id 392271 GB851 RS01015 WP 164538028.1 WNDNWGADASPGGAMAALALWGRTHDLQPDFGKRLSSFMIDTVEDGDFKASAGGKNNNYWLAAKYGGFNDLNKNGLPDVG 793
NTDB id 1190 QG077 RS00720 WP 285068138.1 WNGNWGADASPGGAMAALALWGRTNDLQQNFGKRLSSFMIDTVEDGKFKP....ENNNYWLAAKYGGFNDLNNNGVPDKG 795
consensus !! !!!!!!!!!!!!!!!!!!!!!*!!!* !!!!!!!!!!!!!!!! !!***** !!!!!!!!!!!!!!!!! !!*!! !

logo EWEATTSVANSDNKVDSAFEAGPRASLVSYKNGTPQSNFYAAVANNPTSMVAALNRAFEATAI
TAEAPSATSLGTTSTKPLSEGRGKTMLLQSVF

NTDB id 392271 GB851 RS01015 WP 164538028.1 EWETTVNSNKVDAFEGRASLYKGTPSNYAAANNPTSMVAALNRAFEATAIAEAPSATSLGTTSTKPLSEGGKTMLLQSVF 873
NTDB id 1190 QG077 RS00720 WP 285068138.1 EWEATSASDKVSAFEAPA.VSNGTPQNFAVANNPTSMVAALNRAFEATATAEAPSATSLGTTSTKPLSERGKTMLLQSVF 874
consensus !!! ! ! !! !!!**!** !!! !*! !!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!! !!!!!!!!!!

logo RDATTVVNSGARVKVASGDVLGLEATLKGHKLEYEKKWSAGEKLQAAYHNANGWTNRKVFTRANANSGAVRLQGSNNAVTS
NTDB id 392271 GB851 RS01015 WP 164538028.1 RDATTVVSGARVKVASGDVLGLEATLKGHKLEYEKKWSAGEKLQAAYHNANGWTNRKVFTRANANSGAVRLQGSNNAVTS 953
NTDB id 1190 QG077 RS00720 WP 285068138.1 RDATTVVNGARVKVASGDVLGLEATLKGHKLEYEKKWSAGEKLQAAYHNANGWTNRKVFTRANANSGAVRLQGSNNAVTS 954
consensus !!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo VVGGSDAADLVNYALGAPTYEDGRKFR IRPNHLMGTVINSPVVTIPSRTGSVSTVAGSCTYPASANI SSRAPNRHVVAAND
NTDB id 392271 GB851 RS01015 WP 164538028.1 VVGGSDAADLVNYALGAPTYEDGRKFRIRPNHLMGTVINSPVVTIPSRTGSVSTVAGSCTYPASANISSRPNRHVVAAND 1033
NTDB id 1190 QG077 RS00720 WP 285068138.1 VVGGSDAADLVNYALGAPTYEDGRKFRIRPNHLMGTVINSPVVTIPSRTGSVSTVAGSCTYPASANISSRANRHVVAAND 1034
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!

logo GMFYVLDNKSESGNQE IASYMPSTALPSLQLAKKRYASPTDNYSHFFMNDGIAATSEVCFDTGNDGKGDNGKAHTVVVGTAGRGGNSVYALD
NTDB id 392271 GB851 RS01015 WP 164538028.1 GMFYVLDKEGNEIASYMPSTALPLLKKYASTDYSHFFMNDGIAATSEVCFDTGNGKGDGKAHTVVVGTAGRGGNSVYALD 1113
NTDB id 1190 QG077 RS00720 WP 285068138.1 GMFYVLNSSGQEIASYMPSTALSQLARYASPNYSHFFMNDGIAATSEVCFDTGNDKGNGKAHTVVVGTAGRGGNSVYALD 1114
consensus !!!!!! !*!!!!!!!!!!!* ! *!!!* !!!!!!!!!!!!!!!!!!!!!! !! !!!!!!!!!!!!!!!!!!!!!!



logo LTDNPTDTLETAEKSDMLWEFTDHADGLGKSLFAP I ITHDNSTGTPVAIVSGSGYNADKEVDNTGYI
VYVLKLNKPVGESPQWRVEDTHPTKTPWGNS

NTDB id 392271 GB851 RS01015 WP 164538028.1 LTDPTTLEAKDMLWEFTDAGLGKSLFAPIITHDNTGTPVAIVSGGYNADVDTGYIYVLKLNKPVGEQWREDTHPTTPWGS 1193
NTDB id 1190 QG077 RS00720 WP 285068138.1 LTNPTDLTESDMLWEFTHDGLGKSLFAPIITHDSTGTPVAIVSSGYNAKEDNGYVYVLKLNKPVGSPWVEDTHPTKPWGN 1194
consensus !! !! ! !!!!!!!* !!!!!!!!!!!!!! !!!!!!!!! !!!! ! !!*!!!!!!!!!! *! !!!!!! !!!

logo

G
NGNWYR IKLGAGGVGELFAYQNTEARTVAAVYGGDLEGKLWKVSQNAEGRFVAGYAVDKSASTGNANNTLP I FKTADGGKTS IVGAPFA

NTDB id 392271 GB851 RS01015 WP 164538028.1 GGNWYRIKLGAGGVGELFAYQTEARTVAAVYGGDLEGKLWKVSQNAEGRFVAGYADKSTGANLPIFKTAGGTSIVGAPFA 1273
NTDB id 1190 QG077 RS00720 WP 285068138.1 NGNWYRIKLGAGGVGELFAYQNEARTVAAVYGGDLEGKLWKVSQNAEGRFVAGYVDSA.NNTLPIFKTADKTSIVGAPFA 1273
consensus !!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! ! * !!!!!!! !!!!!!!!!

logo QIVGGKTYVVF ITGRYFNKSDLPSTTKQTVQNYAYGI I ESKIGSDNRANLPKTASNSGAL IDEDGSETNLLQQHSVENEEQIVPDNSVPRQTVFY
NTDB id 392271 GB851 RS01015 WP 164538028.1 QIVGGKTYVVFITGRYFNKSDLPSTTKTVQNYAYGIIESKIGDNRALKSNGALIDDSTNLLQQSVNEQIVPDSVPQTVFY 1353
NTDB id 1190 QG077 RS00720 WP 285068138.1 QIVGGKTYVVFITGRYFNKSDLPSTTQTVQNYAYGIIESKISDNRNPTASGALIEDGENLLQQHVEEEIVPDNVRQTVFY 1353
consensus !!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!! !!! * !!!!*! !!!!!*! ! !!!! !*!!!!!

logo KVTDNHNKQI ETNPKHEQGWKLKLQKQNWLS IDKSAIRGKRVAEFSAVNPLATDVASADGNMCTENGSTYSLSVNVFNGGVYNKP IYD
NTDB id 392271 GB851 RS01015 WP 164538028.1 KVTDNKIEPKHEGWKLKLQQNWLSIDKSAIRGKRVAEFSAVNPLATDVASAGNMCTENGSTYSLSVNVFNGGVYNKPIYD 1433
NTDB id 1190 QG077 RS00720 WP 285068138.1 KVTNHQITNKHQGWKLKLQKNWLSIDKSAIRGKRVAEFSAVNPLATDVASADNMCTENGSTYSLSVNVFNGGVYNKPIYD 1433
consensus !!! * ! *!! !!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo TNGDGKFTEADTLVSVAGQAGI LTRLTEVSTEFGR IVGGINSMGNMIQMPKDNITSDPVVKRVSWRE I F
NTDB id 392271 GB851 RS01015 WP 164538028.1 TNGDGKFTEADTLVSVAGQAGILTRLTEVSTEFGRIVGGINSMGNMIQMPKDNITSDPVVKRVSWREIF 1502
NTDB id 1190 QG077 RS00720 WP 285068138.1 TNGDGKFTEADTLVSVAGQAGILTRLTEVSTEFGRIVGGINSMGNMIQMPKDNITSDPVVKRVSWREIF 1502
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

X non conserved

X similar

X ≥ 50% conserved


