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NTDB id 39227 BCELL RS07675 WP 013488120.1 ......MVEDNQKDYIKGDLLHLIYHNEESLYTVAKIKVTETSYSMDDKEVAIVGIMPPIERDVSYLFYGFFSDHPRFGRQYKVE 79
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NTDB id 39227 BCELL RS07675 WP 013488120.1 QFHKIMPETEQGIILYLSSDRFPGIGKKTAEKIVQTLGKNAISIIIENRSSLDKVTSIKRDKADEIYETLLEDQGIEQVLVRLYE 164
NTDB id 355 BSU 27480 NP 390625.1 HFKKEIPTTKEGIIQYLSSDLFEGIGKKTAEEIVKKLGDSAINKILADASVLYDVPRLSKKKADTLAGALQRHQGLEQIMISLNQ 170
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NTDB id 39227 BCELL RS07675 WP 013488120.1 YGFGLQLAMKVYQAYKTDALDIINHNPYKMIEDVEGIGFAKADLIGRKQGIEGAHPDRLRAAIIFTLNEQSLNEGHVYVLNETIV 249
NTDB id 355 BSU 27480 NP 390625.1 FGFGPQLSMKIYQAYESETLEKIQENPYQLVKDVEGIGFGKADELGSRMGLSGNHPERVKAAILYTLETTCLSEGHTYIETEQLI 255
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NTDB id 39227 BCELL RS07675 WP 013488120.1 KGAKALLEYEN..TEEISPLKIADQVIELGEEGKVIVDGDKMYIPTLYYAEQGIVSNIQRLLER..EPEKYPDSEFYKALGLVEE 330
NTDB id 355 BSU 27480 NP 390625.1 IDTQSLLNQSAREGQRITEMDAANAIIALGENKDIVIEDGRCYFPSLFYAEQNVAKRVKHIASQTEYENQFPESEFLLALGELEE 340
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NTDB id 39227 BCELL RS07675 WP 013488120.1 TLGIHYAPSQQEAIKEALHSPVMILTGGPGTGKTTVIKGLVEVYGQLNGMSVNPDDYAKKDAFPIIMAAPTGRAAKRMSESTGLP 415
NTDB id 355 BSU 27480 NP 390625.1 RMDVQYAPSQKEAIQKALSSPMLLLTGGPGTGKTTVIRGIVELYGELHGVSLDPSAYKKDEAFPIVLAAPTGRAAKRMSESTGLP 425
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NTDB id 39227 BCELL RS07675 WP 013488120.1 SSTIHRLLGFKGTEDYEDDEVEKLEGELIILDEMSMVDTWLANQLFKAIPNDMKVILVGDEDQLPSVGPGQVLSDLLTTNIVPSV 500
NTDB id 355 BSU 27480 NP 390625.1 AVTIHRLLGWNGAEGFTHTEDQPIEGKLLIIDEASMLDIWLANHLFKAIPDHIQIIIVGDEDQLPSVGPGQVLRDLLASQVIPTV 510
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NTDB id 39227 BCELL RS07675 WP 013488120.1 KLTDIYRQSEGSHIITFSHSVKDGHLDQV.KKDSKDLRFFPAAQQQIPDVVKQICKGAIAKGYEPKDIQVLAPMYRGIAGVENLN 584
NTDB id 355 BSU 27480 NP 390625.1 RLTDIYRQAEGSSIVELAHQMKNGLLPNNLTAPTKDRSFIRCGGSQIKEVVEKVVANALKKGYTAKDIQVLAPMYRGKAGINELN 595
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NTDB id 39227 BCELL RS07675 WP 013488120.1 VMLQSLFNPPTPQRREVPFGDVVYRTGDIVLQLVNNPEENVFNGDRGEIVAIFTEKENTDKELKIVISFDGIEITYTKQELTQIT 669
NTDB id 355 BSU 27480 NP 390625.1 VMLQDILNPPKEKRRELKFGDVVYRTGDKILQLVNQPENNVFNGDIGEITSIFYAKENTEKEDMAVVSFDGNEMTFTKKDFNQFT 680
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NTDB id 39227 BCELL RS07675 WP 013488120.1 HAYCCSIHKSQGSEFPIVIMPIVKGYYRMLRKKLIYTGITRAKNFLLLCGEWQSLEYAVKNDQDIKRNTTLALKLKNE..PMENE 752
NTDB id 355 BSU 27480 NP 390625.1 HAYCCSIHKSQGSEFPIVVLPVVKGYYRMLRRNLLYTAITRAKKFLILCGEEEALEWGVKNNDATVRQTSLKNRLSVQVEEMDAE 765
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NTDB id 39227 BCELL RS07675 WP 013488120.1 YQHETDG..ASKH.................... 763
NTDB id 355 BSU 27480 NP 390625.1 LEALQKELPFSVHDANIGMEGITPFDFMKEEQQ 798
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