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L IVEDDF IV IAESLAEQSELKSKWNYEGVIVAVEKQFDDNI ILDS IVFHNAQHNQPQLVLLDINLPTFLNGFYHWCQE IRKTSNVP I IMF I SSR

NTDB id 392239 GA597 RS02115 WP 053026266.1 MKVFIVEDDFIIAESLEQELSKWNYEVIVAKQFDNIIDVFHANQPQLVLLDINLPTFNGYHWCQEIRKTSNVPIMFISSR 80
NTDB id 9 SA RS13865 WP 000697877.1 MKILIVEDDFVIAESLASELKKWNYGVIVVEQFDDILSIFNQHQPQLVLLDINLPTLNGFHWCQEIRKTSNVPIIFISSR 80
consensus !!* !!!!!!*!!!!! !! !!!! !!! !!! !* *!* *!!!!!!!!!!!!! !!*!!!!!!!!!!!!!!*!!!!!

logo

I
TDNMDQIMAIQMGGDDF I EKPFNLSLTI

V
A
TKIQALLRRTYDLASVASNDNESLVI

TVKGNCKTL IVLVDEAKTLVVYHYEQDEEQNS IVQLSFLTELQI LKN
NTDB id 392239 GA597 RS02115 WP 053026266.1 TDNMDQIMAIQMGGDDFIEKPFNLSLTVTKIQALLRRTYDLAVSNNEVIVKNCKLVVDEATLYHEDESVQLSFTELQILN 160
NTDB id 9 SA RS13865 WP 000697877.1 IDNMDQIMAIQMGGDDFIEKPFNLSLTIAKIQALLRRTYDLSVANDSLTVKGCTLILDEAKVVYQEQNIQLSLTELQILK 160
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!* !!!!!!!!!!!! ! ! * !! ! !**!!! * * * *!!! !!!!!!

logo

L
MLFQRNEDGKYVSRTAL I EKCWESENF IDDNTLAVNMTRLRKKLNQSTIGVNVDFL I EITKKNVGYKVS

NTDB id 392239 GA597 RS02115 WP 053026266.1 MLFRNEGKYVSRTALIEKCWESENFIDDNTLAVNMTRLRKKLQSIGVVDLIETKKNVGYKVS 222
NTDB id 9 SA RS13865 WP 000697877.1 LLFQNEDKYVSRTALIEKCWESENFIDDNTLAVNMTRLRKKLNTIGVNDFIITKKNVGYKV. 221
consensus *!! !! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!**!!! ! ! !!!!!!!!!*
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