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VFDYLLVKVKRDRNAQEWHEQVHQLEFEGLQDSAYQQ
NTDB id 392231 GA636 RS11085 WP 104489735.1 .......................MIKAKRGFTLVELLVAIAIFAVLSALGWKVFDYLVKVKDRNQWHEQQLEGLQSAYQQ 57
NTDB id 1076 ABD1 RS08075 WP 000594585.1 MIKNKYIHIRSIASRLAARSSSARLTRASGFTLVELLVAIAIFAVLSLLGWKIFDYLLKVRDRNAEHEVHLFELQDAYQQ 80
consensus *********************** * !!!!!!!!!!!!!!!!!! !!!!*!!!!*!!*!!! !! *! !! !!!!
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NTDB id 392231 GA636 RS11085 WP 104489735.1 ILRDSIQIVPLTANINNDIQPALVLQNGRFNFSKTGVTDPLQQGIAPTERIEYQYRADEQKLYRLKYANLHQSGQDQPVS 137
NTDB id 1076 ABD1 RS08075 WP 000594585.1 ILRDTLQIIPLSANQGGQLHPALEIDNQILRFSKAGVTDPLKQGLSPFERIEYRYDADQKKLYRLKYTNLNTSNREQPLS 160
consensus !!!!**!!*!!*!! **!!! * ! !!! !!!!!! !!* ! !!!!! ! !! !!!!!!! !!* ! *!!*!
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NTDB id 392231 GA636 RS11085 WP 104489735.1 SVLLDNVSQFQVSVLNPQELSNWPDSSIDLNDDQQKRKLPKGIKINLTVQDIQYEWIFSLLNTDFLKSDNKTTS 211
NTDB id 1076 ABD1 RS08075 WP 000594585.1 STLLSQVDQYQIMVLTPQEVTKWPEVNIDPTKPNELKKLPKGIKIQLTVAGVNYEWIYSLNQGDLSLSQEGNS. 233
consensus ! !! *! !*!* !! !!!** !!* !!* ** *!!!!!!!!*!!! **!!!!*!! * ! ! **
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