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NTDB id 392200 GA636 RS00695 WP 005182159.1 MLKKFH.FAPLTQQWWKDPLFGTVLTLAALSHLAVLTVQFVMPQQSDAAVKEIAVSLRPSATEIKDADFLAQADQQGSGT 79
NTDB id 1078 ABD1 RS15030 WP 000914774.1 MLKKRSLSIEPFYYWWQDRVFIAAIILAILLHIFVLLIHFAMPAPSEQSTKEIAISIRPTEDVIKHADFLAQADQQGSGA 80
consensus !!!! ** ** !! !**! * !! ! !* !! **! !! *!* !!!!*!*!!* !!*!!!!!!!!!!!!!
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NTDB id 392200 GA636 RS00695 WP 005182159.1 FREAHRMSSDMPAPMIE.QSAGDQQLESLERLQQQRELSFEEKVLMTTLSWQKQAAENQRKKALEELNSQFQAKAAMVAS 158
NTDB id 1078 ABD1 RS15030 WP 000914774.1 FREAHRMSSNSPAPMPSDASTGEAQLETLEKVQQQRELKFEEKVLMTVLSWQKQAEESQRKKALEQLQSQFQAKAAMVAS 160
consensus !!!!!!!!! !!!!* * ! !* !!!*!!**!!!!!! !!!!!!!! !!!!!!! ! !!!!!!! !*!!!!!!!!!!!!

logo LEAQYLQRQQDNFSRQQKIKTVDGIQAKKQDAVASAAGYLDEKFREQKVEFLYGNRYYPEAEAKQQQLAKGEVRLMVI LNANQGGIRAIRL
NTDB id 392200 GA636 RS00695 WP 005182159.1 LEAQYLQRQQNFSRQQKIKTVDGIQAKQDVAAGYLEKFRQKVEFYGNRYYPEAAKQQQLAGEVRLMVILNANGGIRAIRL 238
NTDB id 1078 ABD1 RS15030 WP 000914774.1 LEAQYLQRQQDFSRQQKIKTVDGIQAKKDASAAYLDKFREKVELYGNRYYPEEAKQQQLKGEVRLMVILNAQGGIRAIRL 240
consensus !!!!!!!!!! !!!!!!!!!!!!!!!! ! !*!!*!!! !!! !!!!!!!! !!!!!! !!!!!!!!!!!*!!!!!!!!
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LESSGHAPMVLDEAAKASVRKRAGAPFGARFDAKNMKDI SELR I IRTWRFDPAEAEFEVHR

NTDB id 392200 GA636 RS00695 WP 005182159.1 IESSGHAMLDEAAKASVRKAAPFGAFDAKMKDISELRIIRTWRFDPAEAEFEVR 292
NTDB id 1078 ABD1 RS15030 WP 000914774.1 LESSGHPVLDEAAKASVRRGAPFGRFDANMKDISELRIIRTWRFDPAEAEFEVH 294
consensus *!!!!!**!!!!!!!!!!**!!!! !!! !!!!!!!!!!!!!!!!!!!!!!!!*
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