logo

NTDB id 1017 ACIAD RS02540 WP 011182074.1

NTDB id 392198 GA636 RS00265 WP 216071642.

NTDB id 1051 ABD1 RS02465 WP 004738086.1
consensus

logo

NTDB id 1017 ACIAD RS02540 WP 011182074.1

NTDB id 392198 GA636 RS00265 WP 216071642.

NTDB id 1051 ABD1 RS02465 WP 004738086.1
consensus

logo

NTDB id 1017 ACIAD RS02540 WP 011182074.1

NTDB id 392198 GA636 RS00265 WP 216071642.

NTDB id 1051 ABD1 RS02465 WP 004738086.1
consensus

logo

NTDB id 1017 ACIAD RS02540 WP 011182074.1

NTDB id 392198 GA636 RS00265 WP 216071642.

NTDB id 1051 ABD1 RS02465 WP 004738086.1
consensus

Tl eSO RO AAEY S DL DSARRL DGR amstls A

YKFK%N|$I ARV AXNEYAT i& TLik 1Q L S S5 5

MSK T WK G 6] A RNV IRSGCQTUAN WKDPEK VKVRTQLAAEYIKSGDLDSAKRALDQALJYV I DS ANMMM

MEK T . T ELC R N GCQT pwel 1¥KDPEKA EVRTQLAAEY KSGDLDSAKRALDQALETDSRDSMANMMM

W TP NKI 1.C INYAIR INSGCQT ["PAANKDPEKAVKVRTQLAAEYI SGDLDSAKR LDQALSVDSRD ANMMM
*

Dsksksksksk skokskok Dskksk sk Dkx k1111 x

VL LA s A VLI R b DR

GVLLQQEGS PNLEKADBMYFI3RA [(J#DP NAQA NNYGTYLYQMIYRYEBIDAI Q AG LGYDQRYRALEN GRIYL L

M
GVLLQQEGSKMNLEKADWYFKRAISEDPYNAQARNNYGTYLYQERYNDAIEQL IAGATLGYDQR RALEN GRIYLKL
G LLQQEGSKPNLEKA BIYFKRAISE P NAQARNNYGTYLYQMERYNDAIEQIPVTAGATLGYDQRYMNALEN GRIYLKL

DAAAERGFRCRLAONS LELARIehln M YRR RO ARAL 1 ARA e oL
|6SAEKSFS L | Y1 ENSRT N5 L Ay

Gl ANAEKNIFSJQALQANRDSSVSMLELAEI YLQQRIIPAATEHMYEQYVRTVGQKNQGARALWIGIRVARANAD WG QVL
GD [INAEK FKQALQANRDSYVSMLELAEIFY[ QQEPAA QMYEQ VREVGQKNQGARALWIGIRVARAN D GEQVL
GD ABJAEK FKQALMANRDSY SMLELAEIFYLQQQIPAATEMYEQYVRTVGQKNQGARALWIG RVARANAD G QVL

IR AT

VNQLRMSY P SHEYQRYLILQYSTEAVWKINELE
VNQLRALFPESWEYQRYLQLQES TEA VWK
VNQLRALFPESREEYQRYLQLQYSTEA VWK

X non conserved
B similar
> 507 conserved

7
76
7

157
156
157

237
236
237



