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NTDB id 392162 GA721 RS01430 WP 005180438.1 MHQNQGFTLIELMIAVAIIGVLAAIAYPSYTEYVKRTNRTDMQGQLLNITYKLQNYKVVNHTYQNA.TLSVLKVDSTYP. 78
NTDB id 1007 ACIAD RS15000 WP 004923844.1 MRVRHGFTLIELMIVVAIIGILAAIAYPSYQNYKIRVNRSDVQSELIRVSQQLQSYKMVNHGYANA.SLAGLGNAASYPV 79
NTDB id 1062 ABD1 RS15720 WP 000788345.1 ..MKNGFTLIEIMIVVAIIAILAAIATPSYLQYLRKGHRTAVQSEMMNIAQTLESQKMVNNRYPSNATIQSIYGSNVSPL 78
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NTDB id 392162 GA721 RS01430 WP 005180438.1 .STRLYDIELLVDADGQGYLLKASPNKSKNQKDDGDLCINQEGHKYWKKANTCDSSDLDATTNWDGK 144
NTDB id 1007 ACIAD RS15000 WP 004923844.1 TGTAFYTLNLAVDSDNQGYVLTATPISSTMQAGNGIICLNQDGQKFWSKAATA..CSLSSNSTWDGR 144
NTDB id 1062 ABD1 RS15720 WP 000788345.1 QGKALYTLAFTTL.NDSTWVLTATPIANTSQAGDGIICLNDQGQKFWAKGATD..CALSASSSWTE. 141
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