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NTDB id 392121 GA660 RS01805 WP 160240918.1 ..MQLRKI.......QISVLSAALTALMCSSVVQASDLQIYAMPTAGQKTIVMMVDVSGSMAWTMGGSTTNNDSLKRITQ 71
NTDB id 1063 ABD1 RS15730 WP 000768961.1 MKLKLKNFKPNNLWYAVCSSSMIFTWLMTSSVVQASDLQIYASPTAGKKTIVMMLDTSGSMTSN.......SYGENRLAM 73
consensus *** !* ******* ** ! ! !!*!!!!!!!!!!!!! !!!! !!!!!!*! !!!! ******* !*
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NTDB id 392121 GA660 RS01805 WP 160240918.1 LKNGIRAVLDSDDPKLENVVMGLGKFPRASGSKQGVILVPAAKLGAPARNGQPESAQRQALRWAVNNQLAAVGGTPTSHG 151
NTDB id 1063 ABD1 RS15730 WP 000768961.1 LKNGMNAFLASNNPVLNDTRVGLGNFSADGDSRSGQILVAAAPLGDASTLNTMG.SQRYKLKQA.VASLTASGYTPSAHA 151
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NTDB id 392121 GA660 RS01805 WP 160240918.1 YAEAASYLMGTRTNSYIEEQQADVYRENLQRT.GNSSNRKYNECTSYSSNISRIGSYYYQECLNFSPITATAF.....EG 225
NTDB id 1063 ABD1 RS15730 WP 000768961.1 YAEAAAYLMGTTTLKNINLVDAPIYFSYVTYDRRGRVITNYHACTEWNTEGTICNSWDS.SSLSNPPVISGLQQASCTAN 230
consensus !!!!! !!!!! ! ! !**! * * !* !! * * * * !* * *! *!* *****
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NTDB id 392121 GA660 RS01805 WP 160240918.1 KSYDFYTDQSNPRSYFIKTNIKTLIKVEKNQSNTSGFSNSVLDSKTTTNEIEHYKSPLP..TNKVSCDGQGVYVLSDGEP 303
NTDB id 1063 ABD1 RS15730 WP 000768961.1 IGWQLLS.....GTCYKKTGLITI......NNLDSGFNKSISGSKNTD..QSQYNSPLPAVANRQSCDGQGIYFLSDGEP 297
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NTDB id 392121 GA660 RS01805 WP 160240918.1 NDSSDAAAQTQMINALSSPVLNPPDTNFSCNVSSSNLTNPLTGGNSGGAWKCMGEFAKRLYSG.ANPAGVKIQTAFVGYS 382
NTDB id 1063 ABD1 RS15730 WP 000768961.1 NKTTDTRSASIMSTALGST....FGADFNCSGG.......LSNTTADSGWACMGEFAKRLFDKTKNPAGVSIQTAFVGFG 366
consensus ! **! * ! !! !****** ! ! *******!* *! !!!!!!!!!* * !!!!! !!!!!!!*
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NTDB id 392121 GA660 RS01805 WP 160240918.1 NSFNNLSNDDVRNACKLGSNLKGDACSYYQADGLTLNLNATRRNPESGYGNGGFYTATSANDVTKSVLNFIDNLGTDPLS 462
NTDB id 1063 ABD1 RS15730 WP 000768961.1 SDFSSLSSSDVKNACRLSSRTQFDRG....GDDLCSPNQTTNAITAPGYGNGGFFSTQSAQGVTDSVIAFINNLDKVPLE 442
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NTDB id 392121 GA660 RS01805 WP 160240918.1 PLPTGALSVPIDALNPNGLQNVGYLRMLEPNPAQPSLLTWAGNLKKYTMKDGV......LVDRNINIFDAIGNFATNTKN 536
NTDB id 1063 ABD1 RS15730 WP 000768961.1 PLTTGAISVPYDALNPKNLQEYGYLRAFEPNPAN.TYLTWRGNLKKYHVVLSGTNAGAFEANTGGLVYNATGAFRTGTKD 521
consensus !!*!!!*!!! !!!!! !! !!!! !!!!!*** !!! !!!!!!** ****** ** ! ! ! ! !!
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NTDB id 392121 GA660 RS01805 WP 160240918.1 LWGSLLQNDGGLIQVGGTYEMLPMPTETKQS.................TLRNLVTDVKDVNGNILVPLETRDETTGTVTP 599
NTDB id 1063 ABD1 RS15730 WP 000768961.1 YWNSSTYNDGGKVFFGGSYAKVPLPIAGQNETRDAEGNITKYYYAVQSKIRNLFTDVSAVAADGSLTK.......ISTSG 594
consensus ! ! !!!! * !!*! *!*! * ***************** *!!! !!! ! * ** ******* * **
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NTDB id 392121 GA660 RS01805 WP 160240918.1 TPLLRVPNLD........T.GISKNTVL...NQFRSQSVLSQFPVSVRLKLLNYLGFKVDTALEELPENDEVSYEGSPYI 667
NTDB id 1063 ABD1 RS15730 WP 000768961.1 TNLLKIPAAPPEGTNPFDTVANTASYVLGKFDPSTGQNILKAFPISLKLKILNYLGYSTDISATTLPSS..LVTSNEPYL 672
consensus !*!!**! *********!** * !!*** * ! *! !!*!**!!*!!!!!* ! !! *** !!*
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NTDB id 392121 GA660 RS01805 WP 160240918.1 SMGGIIHSFPVQMTYSGVISSSGELLTQDIPLDDGNFVRARQQSVLYGSMEGGLHIVDSLTGEEQMVFVPAEILNDERAS 747
NTDB id 1063 ABD1 RS15730 WP 000768961.1 SMGGSIHSLPVQLTYNGTLDD............NGNLTSAREQSILYGTMEGGLHIVDASSGIEQMVFVPADILNDSVAS 740
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NTDB id 392121 GA660 RS01805 WP 160240918.1 SALVQKGSGTPAPAHGVDAPWVVDATYRTS....GTHPNAQVVATKMNVYGGLRMGGNSFYALDVLNPKKPKLKFRIGPD 823
NTDB id 1063 ABD1 RS15730 WP 000768961.1 KALVVGQSDASAPAHGMDGAWVSDPAYNITTVGSGSSAVSKVTAKQMNIYGGMRMGGSSYYGLDVLSPTSPKLLFRIGAD 820
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NTDB id 392121 GA660 RS01805 WP 160240918.1 LSDFSRMGQSWSKPTLINLRINGKPKRAMVVGGGYDMCYENPRFKLASAATENDTDNCSTKTRAKGNAIYVVDADTGERL 903
NTDB id 1063 ABD1 RS15730 WP 000768961.1 QTDYSRMGQSWSKPVLANIRYNGSIRRVLIVGGGYDQCYEKPNITLT........DACFTNGKAKGNAVYIIDAKTGQRL 892
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NTDB id 392121 GA660 RS01805 WP 160240918.1 FWASNNDSDADNTHMKHSIVSRVSALDRDGDGFEDHLYFGDLGGQIFRIDLDNYHEKAG...ESFGVRTTRLANLATNTD 980
NTDB id 1063 ABD1 RS15730 WP 000768961.1 WWTSDTGSNTDNANMKHSIVSRISTLDRDADGLVDHLYFGDLGGQIFRVDLNNNQTKTNSTYSSFGVRVVRLANLATNDS 972
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NTDB id 392121 GA660 RS01805 WP 160240918.1 G....TSITNGDNPRFYEPVTLTIHDEQGSTSSKTFIVVGAASGDRSTPLDVAPTEGRDGLSPNIALSGRPVNKVYGIFD 1056
NTDB id 1063 ABD1 RS15730 WP 000768961.1 TYDGTNDYTGGNAPRFYEPPTVTIHDYG....IHTFITVGIASGDRSTPLDVYPLTGREGMTPTSALSGRPVNNVYGIID 1048
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NTDB id 392121 GA660 RS01805 WP 160240918.1 LDFINDSLITNRELTTDYTATTSEEDVPLSNRLLTRELTLKDLLSNPQVALTETNTAYSQYF.NETAPKFGWYRSLSWSW 1135
NTDB id 1063 ABD1 RS15730 WP 000768961.1 RDFVKKNLMSLTDN.................QLETKDITRTGLRKNPQILRTGETRVAQIFFPTTGVGKGGWYRSLSS.. 1109
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NTDB id 392121 GA660 RS01805 WP 160240918.1 DTTANGAELANGTFRKPGGLKAFEEPLAIGNNLFIPVYDPEGTGITPQDPCLPRVVGETDRQQYCLPFGVCVTDTGAIDI 1215
NTDB id 1063 ABD1 RS15730 WP 000768961.1 ..TSDGTEKANNSFRIKGGLKAFEEPMAITGNLIIPVYDPQGTGIVAADPCLPRVVGETDRQTYCLPFGACLNSDGSIDQ 1187
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NTDB id 392121 GA660 RS01805 WP 160240918.1 MREKKTGFRVERD.....GAGWKNANVIGKGIQGIALANN.GGTTGNNSCGNFTLASNTSGIGNWQCTRKLNPTRWFEKR 1289
NTDB id 1063 ABD1 RS15730 WP 000768961.1 NKENHSGFETQTGTNCPVGASECNKNVIGSGIRSVTFVPTEDNPPMTNSCGKLKLSGNEQGTGQWQCTSHLVPTRWYERY 1267
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