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NTDB id 1003 ACIAD RS15025 WP 004923832.1 ....MSKMRAQRGVGMVEVLVALLLLAIGVLGFTALQLRAVSASMEASNQVLALNLARDLTERMRANPQATQCKLYHTEG 76
NTDB id 392120 GA660 RS01790 WP 104472464.1 .....MNTAYQRGVGLMEVLVALLLLAIGVLGYTALQVRAVEASTEATQRSHALFVLKGLAESIRANNTGRTA..YQNL. 72
NTDB id 1067 ABD1 RS15745 WP 002194578.1 MLMHHYKQKAQAGVGLLEVLVALILLAIGVLGYVALQLRAMDASSEALSKSQAILVMRGLAENIRTNSTQASQ..YPTF. 77
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NTDB id 1003 ACIAD RS15025 WP 004923832.1 ALAKDTKAYT....KASNCSGSVS.TQATAQANSDLLFIYNQANTLGMAVIINTCPNATNAGNNLGRQCVYIAWDKTAQN 151
NTDB id 392120 GA660 RS01790 WP 104472464.1 ..VNTAQE....SVHAKACINSNNLCTAENLARADVAQAQANAGNFGMQLRMEVCPGVANVTGEETRMCLYAAWGATN.. 144
NTDB id 1067 ABD1 RS15745 WP 002194578.1 ..VRSYSNYTSDTPAPTSC..FNSLCTASQLAQFDAYQAARNANQLGMRITMSNCPGVTNTMV.QQRQCLFVFWGKTAPV 152
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NTDB id 1003 ACIAD RS15025 WP 004923832.1 FTNS........DTCYKSGGSSYERNTTCLFLEAY 178
NTDB id 392120 GA660 RS01790 WP 104472464.1 .......ITANTTACM.NATGVYVVGSSCLMMELY 171
NTDB id 1067 ABD1 RS15745 WP 002194578.1 ITTNGTNTSVDVSSCM.SNNGVYVNNSTCLMMEAY 186
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