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NTDB id 392067 GBA65 RS05620 WP 166395737.1 .MATKSVFTCSNCGHQEPKWLGRCPECGEWSTLVEEAKEDKKVV...GFAARAANAKAPGRKAAGATLALNEVRAEREGG 76
NTDB id 125 BSU 00870 NP 387968.1 MAKTKSKFICQSCGYESPKWMGKCPGCGAWNTMVEEMIKKAPANRRAAFSHSVQTVQKPS........PITSI.ETSEEP 71
NTDB id 279 KZH43 RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE...KTKPM........KLAEV.TSINVN 68
NTDB id 238 SPD RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE...KTKPM........KLAEV.TSINVN 68
NTDB id 204 SPR RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE...KTKPM........KLAEV.TSINVN 68
NTDB id 169 SP RS00155 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE...KTKPM........KLAEV.TSINVN 68
NTDB id 537 SMSK321 RS07120 WP 080550752.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE...KTKPM........KLAEV.TSINVN 68
NTDB id 509 SM12261 RS00130 WP 078228442.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE...KTKPM........KLAEV.TSINVN 68
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NTDB id 392067 GBA65 RS05620 WP 166395737.1 RVSTGVGELDRVLGGGIVPGSLVLVGGEPGVGKSTLLLQVMGYLG...EGCLMVSGEESPRQVALSARRLGVGDAGFRVL 153
NTDB id 125 BSU 00870 NP 387968.1 RVKTQLGEFNRVLGGGVVKGSLVLIGGDPGIGKSTLLLQVSAQLSGSSNSVLYISGEESVKQTKLRADRLGINNPSLHVL 151
NTDB id 279 KZH43 RS00140 WP 074017595.1 RTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLY 147
NTDB id 238 SPD RS00140 WP 074017595.1 RTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLY 147
NTDB id 204 SPR RS00140 WP 074017595.1 RTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLY 147
NTDB id 169 SP RS00155 WP 074017595.1 RTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLY 147
NTDB id 537 SMSK321 RS07120 WP 080550752.1 RTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLY 147
NTDB id 509 SM12261 RS00130 WP 078228442.1 RTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLY 147
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LAGPRLVMLE
NTDB id 392067 GBA65 RS05620 WP 166395737.1 SETDVDVIEATILEERPRVVVVDSIQTLYSPELTGAPGGVGQVRETAARLMRLAKAEGITVILVGHVTKEGSIAGPRVLE 233
NTDB id 125 BSU 00870 NP 387968.1 SETDMEYISSAIQEMNPSFVVVDSIQTVYQSDITSAPGSVSQVRECTAELMKIAKTKGIPIFIVGHVTKEGSIAGPRLLE 231
NTDB id 279 KZH43 RS00140 WP 074017595.1 AETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLE 227
NTDB id 238 SPD RS00140 WP 074017595.1 AETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLE 227
NTDB id 204 SPR RS00140 WP 074017595.1 AETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLE 227
NTDB id 169 SP RS00155 WP 074017595.1 AETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLE 227
NTDB id 537 SMSK321 RS07120 WP 080550752.1 AETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLE 227
NTDB id 509 SM12261 RS00130 WP 078228442.1 AETNMQSVRTEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLE 227
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logo HMVDTVLQYFEGDERYHQHATFR I LRALVKNRFGSTNEMVIGVI FEMRTQEGSEGGMLTVEVELDNPSAEQFIVFLSETERESLAGDGSVAAPTPGGVSVSTITVACVLSTLMEGTRPMI LVAE
NTDB id 392067 GBA65 RS05620 WP 166395737.1 HMVDTVLQFEGDRYQAFRILRALKNRFGSTNEVGVFEMTGGGMVEVEDPSAFFLSTREGGVPPGVVTVCLLEGTRPMLVE 313
NTDB id 125 BSU 00870 NP 387968.1 HMVDTVLYFEGERHHTFRILRAVKNRFGSTNEMGIFEMREEGLTEVLNPSEIFLEERSAGSAG.SSITASMEGTRPILVE 310
NTDB id 279 KZH43 RS00140 WP 074017595.1 HMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATG.SSIVVTMEGTRPILAE 306
NTDB id 238 SPD RS00140 WP 074017595.1 HMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATG.SSIVVTMEGTRPILAE 306
NTDB id 204 SPR RS00140 WP 074017595.1 HMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATG.SSIVVTMEGTRPILAE 306
NTDB id 169 SP RS00155 WP 074017595.1 HMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATG.SSIVVTMEGTRPILAE 306
NTDB id 537 SMSK321 RS07120 WP 080550752.1 HMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATG.SSIVVTMEGTRPILAE 306
NTDB id 509 SM12261 RS00130 WP 078228442.1 HMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATG.SSIVVTMEGTRPILAE 306
consensus !!!!!!!*!!!*!***!!!!!!*!!!!!!!!!*!*!!!***!**!!**!!**!!**!**!*** *******!!!!!*!*!
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NTDB id 392067 GBA65 RS05620 WP 166395737.1 IESLVAPSPLAVPRRVANGFDTGRVNMLCAVLSRRAGLVLGDQDVYVNVTGGVRVEEPAADLGVALAIASALRDRPVEAG 393
NTDB id 125 BSU 00870 NP 387968.1 IQALISPTSFGNPRRMATGIDHNRVSLLMAVLEKRVGLLLQNQDAYLKVAGGVKLDEPAIDLAIVISIASSFRDTPPNPA 390
NTDB id 279 KZH43 RS00140 WP 074017595.1 VQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQ 386
NTDB id 238 SPD RS00140 WP 074017595.1 VQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQ 386
NTDB id 204 SPR RS00140 WP 074017595.1 VQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQ 386
NTDB id 169 SP RS00155 WP 074017595.1 VQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQ 386
NTDB id 537 SMSK321 RS07120 WP 080550752.1 VQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQ 386
NTDB id 509 SM12261 RS00130 WP 078228442.1 VQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQ 386
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NTDB id 392067 GBA65 RS05620 WP 166395737.1 TACFGEVGLTGDVRFVSGGPRRVTELRKLGFGRIIAPEGASEGSRAGARNGAPNGRAKRKEAAVEEVRTLEEAVGAALS. 472
NTDB id 125 BSU 00870 NP 387968.1 DCFIGEVGLTGEVRRVSRIEQRVKEAAKLGFKRMIIPAANLDGWTK............PKGIEVIGVANVAEALRTSLGG 458
NTDB id 279 KZH43 RS00140 WP 074017595.1 ECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITL............PKEIQVIGVTTIQEVLKKVFA. 453
NTDB id 238 SPD RS00140 WP 074017595.1 ECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITL............PKEIQVIGVTTIQEVLKKVFA. 453
NTDB id 204 SPR RS00140 WP 074017595.1 ECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITL............PKEIQVIGVTTIQEVLKKVFA. 453
NTDB id 169 SP RS00155 WP 074017595.1 ECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITL............PKEIQVIGVTTIQEVLKKVFA. 453
NTDB id 537 SMSK321 RS07120 WP 080550752.1 ECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITP............PMEIQVIGVTTIQEVLKKVFA. 453
NTDB id 509 SM12261 RS00130 WP 078228442.1 ECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITP............PKEIQVIGVTTIQEVLKKVFA. 453
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