
logo

MFSFFRRKKKQETPALEEAQVQETAAKVESEVAQIVGNIKEDVESLAESVKGRAESAVETVSGAVEQVKETVAEMPSEAGEAAER
NTDB id 39206 ETHHA RS01660 WP 013484288.1 ..................................................................................... 0
NTDB id 1118 NGFG RS11455 WP 003696286.1 MFSFFRRKKKQETPALEEAQVQETAAKVESEVAQIVGNIKEDVESLAESVKGRAESAVETVSGAVEQVKETVAEMPSEAGEAAER 85
consensus *************************************************************************************

logo

VESAKEAVAETVGEAVGQVQEAVATTEEHKL
MGVWAFADKR I

L
K
R
A
QGLAKSTRADKSMVAGKRSLMAGGQVFHGGRGKQI

V
D
GEDELFYEELEDTVL IVSTGSDMVGMVAEATSTET

NTDB id 39206 ETHHA RS01660 WP 013484288.1 ..............................MGVFDKIRAGLAKTRASVAGRMGQVFHGRGKVDEELFEELEDVLVSSDVGVATST 55
NTDB id 1118 NGFG RS11455 WP 003696286.1 VESAKEAVAETVGEAVGQVQEAVATTEEHKLGWAARLKQGLAKSRDKMAKSLAGVF.GGGQIGEDLYEELETVLITGDMGMEATE 169
consensus *******************************! *** !!!!*! *! ** !!*! ! * !*!*!!!! !!** !*!* *

logo YL IMEKDKLVRGRVKSKLEKGHI
L
K
VDGTDNEGLVREGALKAEAVLMTYDGEL IKPLEGKDPLVSVLLPELATKPAEPAFVI

L
L
M
L
V
A
IG I

VNGAVGKTTSTIGKLAAKQYFLKQAEQGKASVLLAGAAGD
NTDB id 39206 ETHHA RS01660 WP 013484288.1 YLIEKLRGRVKKEHIVDTDGVREALKAVMTGE...LEGDVSLLLAPAPAVLLVIGVNGVGKTTTIGKLAAQLKAEGKAVLLGAAD 137
NTDB id 1118 NGFG RS11455 WP 003696286.1 YLMKDVRGRVSLKGLKDGNELRGALKEALYDLIKPLEKPLVLPETKEPFVIMLAGINGAGKTTSIGKLAKYFQAQGKSVLLAAGD 254
consensus !!* *!!!! ** ! *! !!! * ***!! ** !* * ! !*** !*!! !!!!*!!!!! ! !! !!!*!*!

logo TFRAAAI
R
D
EQLEQAIWAGEGRANGNVDTI

V
I
V
K
SQKTETGADPSAAVCVFDAVQAAGKARGAIDI

VVI
L
A
CDTAGRLHPNTKQKLHSLMDEE I

L
K
SKI

V
K
SRVI

L
D
Q
K
R
A
E
I
LPGAAPHRE I

N

NTDB id 39206 ETHHA RS01660 WP 013484288.1 TFRAAAIDQLEIWAERAGVDIVKQKEGADPAAVVFDAVQAGKARGADVVICDTAGRLHNKKSLMDELSKISRVIDRELPGAAREN 222
NTDB id 1118 NGFG RS11455 WP 003696286.1 TFRAAAREQLQAWGGRNNVTVISQTTG.DSAAVCFDAVQAAKARGIDIVLADTAGRLPTQLHLMEEIKKVKRVLQKAIPGAPHEI 338
consensus !!!!!! *!! !* ! ! ** ! !*!*!!!*!!!!!!*!!!! !*!**!!!!!! *!!*!* !* !!* * *!!!**!

logo

I
L
L
VVLDANTI

TGQNAVNQAVKAQFDKDEAALGLTGI
L I LVTKLDGTAKRGGI

V
L
V
A
FAI

L
A
R
H
S
D
E
L
R
G
PVPVKRYIGVGEGQIDDLQRPFDAPRAFVDALFLDQGADEEA

NTDB id 39206 ETHHA RS01660 WP 013484288.1 LLVLDATTGQNAVNQAKQFKEAAGLTGIILTKLDGTARGGVVFAIRHELGVPVKYIGVGEQIDDLQPFDPRAFVDALFQGADEEA 307
NTDB id 1118 NGFG RS11455 WP 003696286.1 IVVLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAKGGILAALASDRPVPVRYIGVGEGIDDLRPFDARAFVDALLD...... 417
consensus **!!!! !!!!!!! ! ! *! !!!!*!*!!!!!!!*!!** !* ** *!!!*!!!!!! !!!! !!!*!!!!!!! ******

logo

AGQDG
NTDB id 39206 ETHHA RS01660 WP 013484288.1 AGQDG 312
NTDB id 1118 NGFG RS11455 WP 003696286.1 ..... 417
consensus *****

X non conserved

X similar

X ≥ 50% conserved


