logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id

1111 NGFG RS09220 WP 003689814.1
1061 ABD1 RS18470 WP 001152280.1
1080 FDQ49 RS18305 WP 022575844.1

392028 GA645 RS04965 WP 152220494.

1403 DSB67 RS12675 WP 010643256.1

1170 A1552VC RS11080 WP 000418747.

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id

1111 NGFG RS09220 WP 003689814.1
1061 ABD1 RS18470 WP 001152280.1
1080 FDQ49 RS18305 WP 022575844.1

392028 GA645 RS04965 WP 152220494.

1403 DSB67 RS12675 WP 010643256.1

1170 A1552VC RS11080 WP 000418747.

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id

1111 NGFG RS09220 WP 003689814.1
1061 ABD1 RS18470 WP 001152280.1
1080 FDQ49 RS18305 WP 022575844.1

392028 GA645 RS04965 WP 152220494.

1403 DSB67 RS12675 WP 010643256.1

1170 A1552VC RS11080 WP 000418747.

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id

1111 NGFG RS09220 WP 003689814.1
1061 ABD1 RS18470 WP 001152280.1
1080 FDQ49 RS18305 WP 022575844.1

392028 GA645 RS04965 WP 152220494.

1403 DSB67 RS12675 WP 010643256.1

1170 A1552VC RS11080 WP 000418747.

consensus

sig%%Q!EI w AL Y'ééA%Ls{%V SFtNVV XR é ERQ $9 ARELFLEEL LR SQ R a

MSDLSM. . . .. LSEFA. VPLAA GL VGSFLNVVIYR PVMMERGWTVFAKEHLNLPLTDDESRTFN MKPDSCCPK
IQNLTALY AVA GSFLNVVIYRTP NQQIHEOMLIENPEQPIIDHER,) NKIZAR] CPACQ
IQNLTALY AVA GSFLNVVIYRN NQQIAEOMLIENPEQPIIDHEK SKIZARSI®IZA(GH

LAST LEE VECEL A GL VGSFLNVVI.R P /QRIZARVAMDL . PEGEPLPTYNIHI LIINEQ@ZHEG
IWRAY 1IJANN IAGL VGSFLNVVIYR P \IRRINVAESFPEYKIEPPKET S VIZREISIEQ Q@G
W3y 1MAW BIGL VGSFLNVVIYR P WRAECAASFPEYGITPPEGK

SLPRS CPHCQ
! I x1

N

* * ok RNl

N ........

e wSl K gl RY LIELLT St e T AFLMF

S

™M

S L LRGKCE®ICQYISMRYPLIELLT
SWL LRGKC{enICQIIPISIRYPINIELL T}yl
SWL LRGKC[&5ICQIiPISHRY PE

IELLT}
S LIALEGKCEEICE¥NP ISIGRYPL 'ELIXY  IN#SING
SWL LRGKCEWCQIPINARYPLIELLT |Y¢S(e3y
SWLELRG[NCEREICIAP ISIARYPLIELLT  |§IS)®
* e w1 ERE RS I DU b I sk ok okofkok Kook ok ok ok | PE Dk 1]

M m bz sy e L] L L

DY TLPL WLGLIFNLD GH . KLLTGKJNGMGNJGDFKL AALGAW GESEALP
LFK TGKEGMGYGDFKLLAALGAW G|g®WILP
LFK TGKEGMGYGDFKLLAALGAW G|g®WILP

LFKLLTGKEGMGYGDFKLL AL GAWEGINYL P
LFKLLTGKEGMGYGDFKLLAALGAW G{INSJLP

LFKLLTGKEGMGYGDFKLLAALGAW GINWLP
! DU Daokk Dkokok ok kkk  Fkok Dk Lxr 11 % I Y T

SS% ﬁALi L LRNAALBK F F X#AVA .L#ANDQV ralRI LQH.kRsnL

....VAKGRHFAFGPALT 286

LENDISNMRAZEIEGPY (ATAGW .. .MKI)RGG. ... .. 286

LENPISNMRAZEIEGPY (ATAGW .. .MKI)@RGG. ... .. 286

IRRNAQTSTP I PRGN SN C QF . AGFH. 290

LQKQGIEKAIPFGPYLAIAGW R FTSILGV. 289
I3

QQKKGIDMAPIHIR W SwNY FYNLIRUMEI KM . . . FTTWVGQPL 291
* [

* ko ok ok okok * *

X non conserved
B similar
> 507 conserved

154
158
158
156
154
154

233
237
237
235
234
234



