logo

NTDB
NTDB
NTDB
NTDB
NTDB

id 1193 PAKAF RS26665 WP 003161249.1
id 1009 ACIAD RS15175 WP 004923730.1
id 1039 HON27 RS01460 WP 031993779.1

id 392013 FQU82 RS17720 WP 001017037.1

id 1052 ABD1 RS15850 WP 001017033.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB

id 1193 PAKAF RS26665 WP 003161249.1
id 1009 ACIAD RS15175 WP 004923730.1
id 1039 HON27 RS01460 WP 031993779.1

id 392013 FQU82 RS17720 WP 001017037.1

id 1052 ABD1 RS15850 WP 001017033.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB

id 1193 PAKAF RS26665 WP 003161249.1
id 1009 ACIAD RS15175 WP 004923730.1
id 1039 HON27 RS01460 WP 031993779.1

id 392013 FQU82 RS17720 WP 001017037.1

id 1052 ABD1 RS15850 WP 001017033.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB

id 1193 PAKAF RS26665 WP 003161249.1
id 1009 ACIAD RS15175 WP 004923730.1
id 1039 HON27 RS01460 WP 031993779.1

id 392013 FQU82 RS17720 WP 001017037.1

id 1052 ABD1 RS15850 WP 001017033.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB

id 1193 PAKAF RS26665 WP 003161249.1
id 1009 ACIAD RS15175 WP 004923730.1
id 1039 HON27 RS01460 WP 031993779.1

id 392013 FQU82 RS17720 WP 001017037.1

id 1052 ABD1 RS15850 WP 001017033.1

consensus

JERES AL oS U LY LD K i

MNHVFRQFSMGAVATIAIMQAASAQVSMTNIVPMQIAGQGTEIRVMFNGLPPQPQAYQLENPSRLILDFDKAQQGLKQSKI

MNHVFRQFSMGAVATIAIMQAASAQVSMTNIVPMQIAGQGTEIRVMFNGLPPQPQAYQLENPSRLILDFDKAQQGLKQSKI
MNHVFRQFSMGAVAIAIMQAASAQVSMTNIVPMQIAGQGTEIRVMFNGLPPQPQAYQLENPSRLILDFDKAQQGLKQSKI
* | * 1 | | | [ [ * 1

zMMMmMWMWMWMMMMWMMMHW

ENNAUAGNN LEMVMGN PAGASVASTAPVKASPAPASYAQPIKPKPYVPA
JJVIITNEASS DV SDDIR R |JVNLKDAGAFTTRVEGN|YFILKINREQ
SVATNEASSVDVTSDDQRSRLTVNLKDIGAFTTRVEGNTFILKINSAQTSN[|S

A

Q
PQGVSNIGFQRGSQGEGLVVVDLLGSNTPVDVQQQGSKVVIRTIGTKIPTHLARRLNVNDFATPVSSIDAYNDKGVGVIT

S

AL AT S T TR tiIQA!N\QKBgT! [

PQGVSNIGFQRGSQGEGLVVVDLLGSNTPVDVQQQGSKVVIRTIGTKIPTHLARRLNVNDFATPVSSIDAYNDKGVGVIT
PQGVSNIGFQRGSQGEGLVVVDLLGSNTPVDVQQQGSKVVIRTIGTKIPTHLARRLNVNDFATPVSSIDAYNDKGVGVIT

SN |

LA LR

RO ORI ORI A e ML T D T

LRL| VPWDQALD LKTKLDKR [§GNV |8 APEWE LEWIER EIR3A[YQ Q WYAKA ' DIESOLIgeRY)
L LKDVPWDQALDIILKTKNLDKRRNGNVIWIAPV ELIK EE EAKA AQSHKLAPLQTEYIMLKYAKA DI|NYLITQG
LRLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVAELIKAEEEEAKAVAQSVKLAPLQTEYIQLKYAKAGDIMGLITAQG

[N

LRLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVAELIKAEEEEAKAVAQSVKLAPLQTEYIQLKYAKAGDIMGLITQG
LRLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVAELIKAEEEEAKAVAQSVKLAPLQTEYIQLKYAKAGDIMGLITQG

NN NN N N NN NN ey [ e Ry R e o ey N W R

159
141
140
140
140

239
221
220
220
220

319
300
299
299
299

399
380
379
379
379



logo

NTDB
NTDB
NTDB
NTDB
NTDB

id 1193 PAKAF RS26665 WP 003161249.1
id 1009 ACIAD RS15175 WP 004923730.1
id 1039 HON27 RS01460 WP 031993779.1

id 392013 FQU82 RS17720 WP 001017037.1

id 1052 ABD1 RS15850 WP 001017033.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB

id 1193 PAKAF RS26665 WP 003161249.1
id 1009 ACIAD RS15175 WP 004923730.1
id 1039 HON27 RS01460 WP 031993779.1

id 392013 FQU82 RS17720 WP 001017037.1

id 1052 ABD1 RS15850 WP 001017033.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB

id 1193 PAKAF RS26665 WP 003161249.1
id 1009 ACIAD RS15175 WP 004923730.1
id 1039 HON27 RS01460 WP 031993779.1

id 392013 FQU82 RS17720 WP 001017037.1

id 1052 ABD1 RS15850 WP 001017033.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB

id 1193 PAKAF RS26665 WP 003161249.1
id 1009 ACIAD RS15175 WP 004923730.1
id 1039 HON27 RS01460 WP 031993779.1

id 392013 FQU82 RS17720 WP 001017037.1

id 1052 ABD1 RS15850 WP 001017033.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB

id 1193 PAKAF RS26665 WP 003161249.1
id 1009 ACIAD RS15175 WP 004923730.1
id 1039 HON27 RS01460 WP 031993779.1

id 392013 FQU82 RS17720 WP 001017037.1

id 1052 ABD1 RS15850 WP 001017033.1

consensus

072 1, DL D A

TINEYY W'D R M BJNLD gV QVM E

st s LLSPR:T TR

J9AHERG ITWDDRTN

ST T

SNNSNGLQHTSGGGTSTSTNLNTGVDSLGNNVGSLLSPRGTITQDDRTNTLIINDTAQSIDQIRKMIDLLDVQVKQVMVE

SNNSNGLQHTSGGGTSTSTNLNTGVDSLGNNVGSLLSPRGTITQDDRTNTLIINDTAQSIDQIRKMIDLLDVQVKQVMVE
SNNSNGLQHTSGGGTSTSTNLNTGVDSLGNNVGSLLSPRGTITQDDRTNTLIINDTAQSIDQIRKMIDLLDVQVKQVMVE

ARTSEELIN LS L SETLNRER Joerr SYKXTTT ROUND) Ve

EUERYEVN VGMDIASIHAMRNEGAYHKGNWSG .

ARIVRASTSFTKELGVKWGILSQGITNNNNLLVGGSETTLWNLREPK:::
ARIVRASTSFTKELGVKWGILSQGITNNNNLLVGGSETTLWNLREP K|
ARIVRASTSFTKELGVKWGILSQGITNNNNLLVGGSETTLWNLREP KA

SR LLELSRY T A THRTAAT sl TR ST L

.AGSIAFGLISMSDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQSTTNSAAGSTATTSFKDALLSLN
BAGSTAFGLISMSDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQSTTNSAAGSTATTSFKDALLSLN

NAGSTAFGLISMSDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQSTTNSAAGSTATTSFKDALLSLN
*k Lk |k | ENEIEN N o R Ry ey oy W ey RN

s TR o, el TR E o AREYT TP

NEEETE 1 [ T

FBM&Q@K&EW R VNQI&@ENH

[ B B B B

IR T VERNIR AR AR NN AN OATATGR 714
F KIWAKS K ELLIFVTPRIVNDT 709
FRKDVKSDDKQELLIFVTPRIVNDTLARNH. 721
FRKDVKSDDKQELLIFVTPRIVNDTLARNHRE 721
FRKDVKSDDKQELLIFVTPRIVNDTLARNH. 721

[ A B N R B I B B |

453
451
459
459
459

528
520
533
533
533

603
600
612
612
612

683
679
691
691
691



(>4 S

non conserved
similar
>50% conserved



