
logo

MKNSAKDF I FGDGNTMKRNQSTKHGKMVI LFI STARKRIQI
L
F
G
I
S
S
I
L
M
A
G
T
L
A
F
L
I
V
V
S
A
M
Y
I
A
T
S
A
A
M
V
L
I
A
F
S
M
A
F
L
M
Q
P
Q
V
A
T
Y
A
A
L
S
L
S
K
A
A
D
Q
A
G
N
V
A
D
N
S
M
I
L
E
I
T
D
K
S
N
L
V
I
D
K
V
P
V
A
S
L
M
A
N
S
P
Q

I
L
A
P
N
E
G
D
K
N
Q
Q
R
G
K
V
T
I
R
E
L
V
I
D
K
R
L
F
V
S
Q
MFDSNEKGEPL IVLPAVKPQANLQPRTAQGSAFYTVIQI

T
L
S
Q
E
S
K
N
QPPASR I

L
NTDB id 1115 OK783 RS00485 WP 003698035.1 ...............MNTKLTKIISGLFVATAAFQTASAGNITDIKVSSLPNKQKIVKVSFDKEIV.NPTGFVTSSPARI 64
NTDB id 1257 GCO85 RS04855 WP 163621000.1 ...............MRKIIAILIL..ISASLSLAYSKDNSLISVKVLPLPENRVRIDFQFSKPLKQLPASFITQKPPRL 63
NTDB id 1284 ACE17W RS12370 WP 010946666.1 ...............MRKIIAILIL..ISASLSMAYSKDNSLISVKVLPLPENRVRIDFQFSKPLKQLPASFITQKPPRL 63
NTDB id 1193 PAKAF RS26665 WP 003161249.1 ...............MNSGLSRLGIALLA.AMFAPALLAADLEKLDVAALPGDRVELKLQFDEPVA.APRGYTIEQPARI 63
NTDB id 391966 GBN93 RS16465 WP 234964931.1 MKNSAKDFIFGDGNTMNHMFRQFSMGAIAMAVMQAASAQVSITNIVPMQIPGQGTEIRVMFNGLPP.QPQAYQLEQPSRL 79
NTDB id 1009 ACIAD RS15175 WP 004923730.1 ...............MKQIIRQFSIGTVAYAIMQVASAQVAITNVVPMNIPGQGTEIRVMFNGLPP.QPQAYQLEQPARL 64
NTDB id 1052 ABD1 RS15850 WP 001017033.1 ...............MNHVFRQFSMGAVAIAIMQAASAQVSMTNIVPMQIAGQGTEIRVMFNGLPP.QPQAYQLENPSRL 64
NTDB id 1039 H0N27 RS01460 WP 031993779.1 ...............MNHVFRQFSMGAVAIAIMQAASAQVSMTNIVPMQIAGQGTEIRVMFNGLPP.QPQAYQLENPSRL 64
consensus !* ** ** ** ** *** *** * * **** **** ! *! ** ***! !*

logo

A
I
VLDLFEPIDGQSKVTADGQI

N
M
Q
G
K
Q
S

M
I
L
A
D
G
P
K
SDKT

Q
G
Q
K
S
L
N
S
V
K
T

L
R
K
I
A
P
E
S
T

L
Y
I
V
S
T
Q
A
D
V
L
T
A
P
G
N
L
N
S
E
T
L
A
R
H
S
K
T
S
I
Y
V
S
T
N
D
A
I
V
A
S
T
V
E
Q
A
S
A
N
V
D
A
K
S
G
D
K
S
D
QRTAVSRVALVITI

L
V
E
NLANTDKKTRDLPTSASVGQSAFYNSTGTESRTVRAEGSNI

K
N
V
T
L
V
Y
F
F
W
S
I
I
V
L
F
V
K
V
L
I
G
N
E
G
N
S
I
K
S
A
D
N
P
S
Q

A
D
P
S
N
T

A
G
D
S
T

V
A
N
L
T
F
K
S

A
V
E
A
P
N
A
S
R
T
K
A
P
A
PVKAAS

NTDB id 1115 OK783 RS00485 WP 003698035.1 ALDFEQTGISMD..QQVLEYADPLLSKISAAQNSSRARLVLNLNKPGQYNTEVRGNKVWIFINESDDTVSAPARPAVKAA 142
NTDB id 1257 GCO85 RS04855 WP 163621000.1 VLDFISTDMQIPSDQKTKTIQLGSLHSYNIVAVGDRVRAILELDRSVSYSGSTAGSVYSLVLNGKSNDLFENSK...... 137
NTDB id 1284 ACE17W RS12370 WP 010946666.1 VLDFISTDMQIPSDQKTKTIQLGSLHSYNIVAVGDRVRAILELDRSVSYSGSTAGSIYSLVLNGKSNDLFENSK...... 137
NTDB id 1193 PAKAF RS26665 WP 003161249.1 ALDLPGVQNKLG..TKNRELSVGNTRSVTVVEAKDRTRLIINLTTLSSYTTRVEGNNLFVVVGNSPAGASVASTAPVKAS 141
NTDB id 391966 GBN93 RS16465 WP 234964931.1 VLDFDKAQQSLK..QGSIAVATAEASTVDVTSDAQRSRLTVNLADAGAFTTRVEGNTFILKINSANPAL........... 146
NTDB id 1009 ACIAD RS15175 WP 004923730.1 ILDFDKAGQKLA..KSLIPVTTNEASSIDVSSDDKRARVVVNLKDAGAFTTRVEGNVFILKINNIQSTAT.......... 132
NTDB id 1052 ABD1 RS15850 WP 001017033.1 ILDFDKAQQGLK..QSKISVATNEASSVDVTSDDQRSRLTVNLKDAGAFTTRVEGNTFILKINSAQTSNK.......... 132
NTDB id 1039 H0N27 RS01460 WP 031993779.1 ILDFDKAQQGLK..QSKISVATNEASSVDVTSDDQRSRLTVNLKDTGAFTTRVEGNTFILKINSAQTSNK.......... 132
consensus *!!** * * * * * *** * ! !****! * ******!* * * **

logo

A
P
T
V
A
L

A
P
A
P
T
V
A
S
K
Y
QQAAAPFTESVVSVA

S
A
Q
E
P
V
I
F
K
S
I
P
T
AK
N
A
P
S
V
Q

Q
Y
A
S
V

P
A
V
P
R
N
A
P
S
Q
A
E
G
Q
S
K
P

A
R
H
Q
A
K
E
G
Q
V
I
G
R
T
K
S
R
NIDGFRQKGRDIGAGESDQKNQGAGEGI

N
Q
R
L
I
V
E
L
V
L
V
I
A
D
A
V
L
K
Q
L
S
D
G
F
P
S
T
A
T
G
N
G
L
I
T
Q
S
P
I
P
VDI

V
K
S
T
Q
E

Q
V
Q
H
G
D
G
K
S
H
E
K
V
I
I
R
V
L
I
V
D
T
N
R
L
V
T
F
A
K
P
I
L
K
N
G
H
I
N
T
Q
T
K

NTDB id 1115 OK783 RS00485 WP 003698035.1 PAAPAKQQAAAPFTESVVSVSAPFSPAKQQAAASAKQTNIDFRKDGKNAGIIELAALGFAGQPDISQQHDHIIVTLKNHT 222
NTDB id 1257 GCO85 RS04855 WP 163621000.1 .....................EVFIT.NQVVNAKHEIKRIDFRGIEKQGGRVLIDVSDTGIPIDVTQVGKEIVVNFLNTK 195
NTDB id 1284 ACE17W RS12370 WP 010946666.1 .....................EVFIT.NQVVNAKHEIKRIDFRGIEKQGGRVLIDVSDTGIPIDVTQVGKEIVVNFLNTK 195
NTDB id 1193 PAKAF RS26665 WP 003161249.1 PAPASY..............AQPIKP.KPYVPAGRAIRNIDFQRGEKGEGNVVIDLSDPTLSPDIQEQGGKIRLDFAKTQ 206
NTDB id 391966 GBN93 RS16465 WP 234964931.1 ATPV........................AAARSEQGISNIGFQRGSDGEGQVVIDLKGSNTPVDVKQQGSKIVVRVLGNK 202
NTDB id 1009 ACIAD RS15175 WP 004923730.1 PVAT........................SAPAPQQGIGNIGFQRGAQGEGLVVIDLQGTNTPVDVQQQGSKVVVRFPGIK 188
NTDB id 1052 ABD1 RS15850 WP 001017033.1 PLPV........................VS.AQPQGVSNIGFQRGSQGEGLVVVDLLGSNTPVDVQQQGSKVVIRTIGTK 187
NTDB id 1039 H0N27 RS01460 WP 031993779.1 PLPV........................VS.AQPQGVSNIGFQRGSQGEGLVVVDLLGSNTPVDVQQQGSKVVIRTIGTK 187
consensus * ** *! !*** **! ***** ** **!* *** **** * **

logo

L
IPADLTANHLQRSMAVKRSRYLDNTVAKTSNDFKHASTPVASQFKTISVINTDLSMAKSQYARQNLQEDNSKGDNGKSDRKNVTVGLQSRVLMI ISTI ETLQPTSNKTSGLNDSFWYDGELHYLVFMNVAKYSQTVAADNEDPKNGRQKYFLFMTFVIQDS IVLLFKPRKMLPEKQTQNTADLNEKDVENASI EGPVRGLMRQTKNRVASNPSLKNLYKDNAKKNPTFKSPQTAVNFYSTGERNKRKLI

NTDB id 1115 OK783 RS00485 WP 003698035.1 LPTALQRSLDVADFKTPVQKVTLKRLNNDTQLIITTTGNWELVNKSAAPGYFTFQVLPKKQNLESGGVNNAPKTFTGRKI 302
NTDB id 1257 GCO85 RS04855 WP 163621000.1 IPLNLMKRYDVSDFHSPVQIITMQQEGKKVRMTILSKGDYGHFVYQVNKQF.MVDVFPLT.AEEIRQAKLKKQVFTGKRI 273
NTDB id 1284 ACE17W RS12370 WP 010946666.1 IPLNLMKRYDVSDFHSPVQIITMQQEGKKVRMTILSKGDYGHFVYQVNKQF.MVDVFPLT.AEEIRQAKLKKQVFTGKRI 273
NTDB id 1193 PAKAF RS26665 WP 003161249.1 LPDALRVRLDVKDFATPVQFVNASAQSDRTSITIEPSGLYDYLVYQTDNRL.TVSIKPMT.TEDAERRKKDNFAYTGEKL 284
NTDB id 391966 GBN93 RS16465 WP 234964931.1 IPAHLSRRLNVNDFATPVSTIDAQNDGSNGLITIQSNGSFEYMAYQAEDKL.TISLKRPE.DKN.PMKPKAPSAYTGKKI 279
NTDB id 1009 ACIAD RS15175 WP 004923730.1 IPTHLARRLNTTDFATPVASIDSYNDGSNGVISIQSTGSYEYMAYQAENKL.TISLKRPQ.DNV.RLNSKNNQNYTGKKI 265
NTDB id 1052 ABD1 RS15850 WP 001017033.1 IPTHLARRLNVNDFATPVSSIDAYNDKGVGVITIQSSGSYEYMAYQAENKL.TISLKRPQ.DKN.VTSLYKTPNYSGNKL 264
NTDB id 1039 H0N27 RS01460 WP 031993779.1 IPTHLARRLNVNDFATPVSSIDAYNDKGVGVITIQSSGSYEYMAYQAENKL.TISLKRPQ.DKN.VTSLYKTPNYSGNKL 264
consensus *! ! *** * !!**!! * ** **! **! **** **** ** ***** **!***



logo SLNDFQNDVIDSE I
VRSTAR I

VLQI
L
I
LAKDEFSTDNGLMINI

L
MVTVAASDKTSVSQGKDNMITLHSRLQNKNDI

VPWDQALDLIVIMLQTKATRQKGNLDMKRKQRLQKNGNI
V
L
V
M
I
N
L
W
V
IDATPARKVSDASE I

M
L
A
L
D
I
A
K
K
R
A
M
S

D
E
K
R
E
A
Q
D
E
F
Q
E

NTDB id 1115 OK783 RS00485 WP 003698035.1 SLDFQDVEIRTILQILAKESGMNIVASDSVSGKMTLSLKDVPWDQALDLVMQARNLDMRQQGNIVNIAPRDELLAKDKAF 382
NTDB id 1257 GCO85 RS04855 WP 163621000.1 SLNFQNISIRAVLQLLADFTGINMVVSDKVQGDITLRLNDIPWDQALDIILTTQGLDKRRKGNVMLIDTKASMDKMEEEQ 353
NTDB id 1284 ACE17W RS12370 WP 010946666.1 SLNFQNISIRAVLQLLADFTGINMVVSDKVQGDITLRLNDIPWDQALDIILTTQGLDKRRKGNVMLIDTKASMDKMEEEQ 353
NTDB id 1193 PAKAF RS26665 WP 003161249.1 SLNFQDIDVRSVLQLIADFTDLNLVASDTVQGNITLRLQNVPWDQALDLVLKTKGLDKRKLGNVLLVAPADEIAARERQE 364
NTDB id 391966 GBN93 RS16465 WP 234964931.1 SLDFQDIEVRRVLQLLADFTGINMVASDTVQGNITLRLKDVPWDQALDIIMKTKNLDKRRNGNVIWIAPVAELIKSEEDE 359
NTDB id 1009 ACIAD RS15175 WP 004923730.1 SLDFQDIEVRRVLQLLADFTNINMVTADSVQGNITLHLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVSELIKSEEDE 345
NTDB id 1052 ABD1 RS15850 WP 001017033.1 SLDFQDIEVRRVLQLLADFTGINMVAADSVQGNITLRLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVAELIKAEEEE 344
NTDB id 1039 H0N27 RS01460 WP 031993779.1 SLDFQDIEVRRVLQLLADFTGINMVAADSVQGNITLRLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVAELIKAEEEE 344
consensus !!*!!****! *!!**!*****!*!**!*!*!**!!*!***!!!!!!!*******!!*!**!!** *** ***** ****

logo

A
L
E
Q
K
S
A
E
I
V
Q

K
Q
A
D
T
Q
I
S
I
T
A
E
V

D
E
KLGEAAP I

L
Y
R
Q
R
S
T
Q
D
E
N
L
Y
F
I
L

Q
V
I
L
S
N
KYKANKSVAEGAEDFVI ELRMASGVKI

L
F
L
I
E
Q
R
K
T
L
S
D
Q

D
S
V
K
G
N
T
Q
R
S

A
D
S
N
D
N
S

K
T
G
S

G
N
T

Q
S
G
E
V
L
N

R
Q
S
H
N
R
T
T
S
A
GGSGETSTSTNGLSNATTGVEDPSLSGDLNASNLVENGGT

S
K
L
E
V
L
G
S
A
D
G
PRGKSTAVI LVSTI

L
S
Q
VD

NTDB id 1115 OK783 RS00485 WP 003698035.1 LQAEKDIADLGALYSQNFQLKYKNVEEFRSILRLDNADTTGNR........................NTLVSGRGSVLID 438
NTDB id 1257 GCO85 RS04855 WP 163621000.1 LKSQQTIEKLEPIRSDLIQINYAKAADIAVLIKDKQN...............................SLLSDRGKISVD 402
NTDB id 1284 ACE17W RS12370 WP 010946666.1 LKSQQTIEKLEPIRSDLIQINYAKAADIAVLIKDKQN...............................SLLSDRGKISVD 402
NTDB id 1193 PAKAF RS26665 WP 003161249.1 LEAQKQIAELAPLRRELIQVNYAKAADIAKLFQSVTSDGGQE..........................GKEGGRGSITVD 418
NTDB id 391966 GBN93 RS16465 WP 234964931.1 AKAIAQSIKLAPIQTDYIQLSYAKSADVLKLLEDSRDSKGSVSNRTAGSE.............SLALESLLSARGSAVSD 426
NTDB id 1009 ACIAD RS15175 WP 004923730.1 AKAIAQSTKLAPLQTEYILLKYAKAADIEKLITQGRNSGTSNSN.........TNGSATVEPLGDSVGTLLSPRGTISLD 416
NTDB id 1052 ABD1 RS15850 WP 001017033.1 AKAVAQSVKLAPLQTEYIQLKYAKAGDIMGLITQGSNNSNGLQHTSGGGTSTSTNLNTGVDSLGNNVGSLLSPRGTITQD 424
NTDB id 1039 H0N27 RS01460 WP 031993779.1 AKAVAQSVKLAPLQTEYIQLKYAKAGDIMGLITQGSNNSNGLQHTSGGGTSTSTNLNTGVDSLGNNVGSLLSPRGTITQD 424
consensus ** * *!*** ** *** !****** ** * **** !!****!

logo

S
A
P
D
A
RTNSTI

L
W
I
A
V
I
T
Y
Q
N
Q
D
P
T
R
S
A
G
Q

E
S
T
Q
N
R
V
S
K
L
I EDKEQFLVIRERKI

L
M
V
I
S
K
D
E
Q
LLDI

V
A
Q
P
A
V
Q
R
KQVLMVI EAR IVTREVAANSTDVKTGDSYFDTSQRKSDEMILG I

V
R
K
F
W
S
G
G
A
V
I
A
K
T
S
L
G
K
Y
R
S
H
L
R
P
Q

S
K
T
G
K
H
I
N
T
L
K
Q
N
SNESNTGNSTLALFEVGAGNSGESTGPTNVLAWSGRNVLGNYRGNE

NTDB id 1115 OK783 RS00485 WP 003698035.1 PATNTLIVTDTRSVIEKFRKLIDELDVPAQQVMIEARIVEAADGFSRDLGVKFGATGRKKLKNETSAFG......WGVN. 511
NTDB id 1257 GCO85 RS04855 WP 163621000.1 ARTNTIWIQDTGTKIEEVRELIKQLDIPVKQVLIEARIVEVTKDFSQDIGIRWGVSRPTHLS..GTLEGANE..LARG.. 476
NTDB id 1284 ACE17W RS12370 WP 010946666.1 ARTNTIWIQDTGTKIEEVRELIKQLDIPVKQVLIEARIVEVTKDFSQDIGIRWGVSRPTHLS..GTLEGANE..LARG.. 476
NTDB id 1193 PAKAF RS26665 WP 003161249.1 DRTNSIIAYQPQERLDELRRIVSQLDIPVRQVMIEARIVEANVGYDKSLGVRWGGAYHK..............GNWSGYG 484
NTDB id 391966 GBN93 RS16465 WP 234964931.1 SRTNTLIINDTQQNIDKIRRMIDLLDVAVKQVMVEARIVTASTDFSRELGIKWSAKKLS............GSPVWGG.. 492
NTDB id 1009 ACIAD RS15175 WP 004923730.1 PRTNTLIINDTSQKIDQIRKMIDLLDIPVKQVMIEARIVRATTSFSKEMGVKWGILSQGINQNSNLLVGGSETTLWNLRN 496
NTDB id 1052 ABD1 RS15850 WP 001017033.1 DRTNTLIINDTAQSIDQIRKMIDLLDVQVKQVMVEARIVRASTSFTKELGVKWGILSQGITNNNNLLVGGSETTLWNLRE 504
NTDB id 1039 H0N27 RS01460 WP 031993779.1 DRTNTLIINDTAQSIDQIRKMIDLLDVQVKQVMVEARIVRASTSFTKELGVKWGILSQGITNNNNLLVGGSETTLWNLRE 504
consensus *!!******* ** *!**** !!****!!**!!!!! ** *****!***** * ** * **

logo

K
PDKGK

S
G
D
N
IG IKDEDGF

M
NCGP

E
I
T
A
G
TGSGCDGYDKTW

A
F
Y
E
P
T
T
A
T
N
G
V
T
V
I
S
P
E
A
K
L
R
S
E
Q
P
T
P
R
D
K
R
S
N
F
I
P
L
D
F
NLVGPDVLDAGLAVAVPLAKSTDGNTNTPAGTTPASAGAGTSFNVINSAGFI SAGFLLVAIRKSALLTIMNDSSNDGYFIAILMLNDLQELSAMSLEQKSALTEDSGHKNRYTAGKE I

T
L
V

NTDB id 1115 OK783 RS00485 WP 003698035.1 ..SG........F.....GGGDKWE.....AQTKINLPVA........AAANSISLVRAISSGALNLELSASESLSKTKT 563
NTDB id 1257 GCO85 RS04855 WP 163621000.1 ......................TAPANVVPLERRLNLDLAAVPLTGATPASVGIALAKLNDNILLDLELSALESEGRAEL 534
NTDB id 1284 ACE17W RS12370 WP 010946666.1 ......................TAPANVVPLERRLNLDLAAAPLTGATPASVGIALAKLNDNILLDLELSALESEGRAEL 534
NTDB id 1193 PAKAF RS26665 WP 003161249.1 KDGNIGIKDEDGMNCGPIAGSCTFPTTGTSKSPSPFVDLGA...KDA.TSGIGIGFI..TDNIILDLQLSAMEKTGNGEI 558
NTDB id 391966 GBN93 RS16465 WP 234964931.1 ......................DF.......QPSFDLGVDL...ATNTAGTFNFGLLK.ISDYMLNLELSALQADGHGEV 539
NTDB id 1009 ACIAD RS15175 WP 004923730.1 PDSN.................GTYT...IERPDNLNVDLGV...TTTGASSIAFGLIS.LSDFMLDLELSALQADGYGEV 552
NTDB id 1052 ABD1 RS15850 WP 001017033.1 PKKD............ETTGGYKYT...IERPDNLNVDLGV...SNP.AGSIAFGLIS.MSDFMLDLELSALQADGYGEV 564
NTDB id 1039 H0N27 RS01460 WP 031993779.1 PKKD............ETTGGYKYT...IERPDNLNVDLGV...SNP.AGSIAFGLIS.MSDFMLDLELSALQADGYGEV 564
consensus * * ****** * ***** *** ** *!*!*!!!* ** ***



logo

V
L
I
A
S
A
N
Q
S
TPRKLVVILMS

T
G
Q
S
T
A
N
D
R
Q
K
E
K

Q
E
A
K
TAYVKVI LAEKRSTGSTVYEQQE I

VPFYTQTVESWATSTANSTSAGGAGENSGSATLATKNSATVTAESLFRKADEKAANLVLGKSLTKNEVTPNQS ITPDNGQRKVI ILQVMATDEKVLMNDKQVIAETSNNQKDATS IVPDGNSADQSYGPCQI
N
Y
Q
A
M
S
A
T
GLQ
F
N
P

D
L
N
T
G
I
E
V

NTDB id 1115 OK783 RS00485 WP 003698035.1 LANPRVLTQNRKEAKIESGYEIPFTVTTASGGGNSTNTELKKAVLGLTVTPNITPDGQIIMTVKINKDSPAQCASGNNTI 643
NTDB id 1257 GCO85 RS04855 WP 163621000.1 ISSPRLITTNQQAAVIESGEEIPYQEATSSG...ATAVAFKKAVLSLKVTPQITPDGKILMDLQINQDTPSP.QT.FLGV 609
NTDB id 1284 ACE17W RS12370 WP 010946666.1 ISSPRLITTNQQAAVIESGEEIPYQEATSSG...ATAVAFKKAVLSLKVTPQITPDGKILMDLQINQDTPSP.QT.FLGV 609
NTDB id 1193 PAKAF RS26665 WP 003161249.1 VSQPKVVTSDKETAKILKGSEVPYQEASSSG...ATSTSFKEAALSLEVTPQITPDNRIIVEVKVTKDAPDYQNM.LNGV 634
NTDB id 391966 GBN93 RS16465 WP 234964931.1 LSAPKVLTGDKQKAYILRGTEIPYQTWSAT...EGLKTEFRAANLKLEVTPSITPDGKVQMALMVEKDSIGD.IT.NDGI 614
NTDB id 1009 ACIAD RS15175 WP 004923730.1 ISTPKVMSADKQKAKVATGVEVPYQSTTNSAAGSTATTSFKEALLSLEVTPNITPDGKILMELNIANDSINS.YA.QNGE 630
NTDB id 1052 ABD1 RS15850 WP 001017033.1 ISTPKVMTADKQTAKVATGQQVPYQSTTNSAAGSTATTSFKDALLSLNVTPSITPDGKIQMKLDISKDSVAG.AA.PNGE 642
NTDB id 1039 H0N27 RS01460 WP 031993779.1 ISTPKVMTADKQTAKVATGQQVPYQSTTNSAAGSTATTSFKDALLSLNVTPSITPDGKIQMKLDISKDSVAG.AA.PNGE 642
consensus ***!**** *** !** *! **!** * ** * ** !*!*! !!!*!!!!***** * * *!* ***

logo

A
L
P
C
P
A
I
L
I
D
S
I
N
K
T
S
K
N
S
T
N
E
V
L
I
Q
N
A
T
K
Q
N
A
I
V
M
LVEDNDNGGQETLIV I

V
I
V
LGGI

V
Y
F
D
S
K
E
D
E
N
Q
E
N
D
T
N
Q
K
T
G
R
S
M
N
K
N
A
D
T
V
S
L
Y
I
Q
V

E
Q
N
T
R
K
I
VPLFFLGEDI

LPYVI
L
VGI

N
RLFSKRRTKNNTDRAGTQVVIKKSTELTDAIRKDQRNKRTENQELLVI FLIVTPR IMIVDTNTNDQSATAGIVL INVASAGSIR I

L
T
N
G
R
T
H
R
Y
I

NTDB id 1115 OK783 RS00485 WP 003698035.1 LCISTKSLNTQAMVENGGTLIVGGIYEENNGNTLTKVPLLGDIPVIGNLFKTRGKKTDRRELLIFITPRIIDTAGNSLRY 723
NTDB id 1257 GCO85 RS04855 WP 163621000.1 PAIITKEIQTNVLVNNGQTIVLGGIYKQDKNKVINRIPFFGELPVVGILFSNRQITLKNEELLIFITPRIITNALSITTI 689
NTDB id 1284 ACE17W RS12370 WP 010946666.1 PAIITKEIQTNVLVNNGQTIVLGGIYKQDKNKVINRIPFFGELPVVGILFSNRQITLKNEELLIFITPRIITNALSITTI 689
NTDB id 1193 PAKAF RS26665 WP 003161249.1 PPINKNEVNAKILVNDGETIVIGGVFSNEQSKSVEKVPFLGELPYLGRLFRRDTVTDRKNELLVFLTPRIMNNQAIAIGR 714
NTDB id 391966 GBN93 RS16465 WP 234964931.1 .AIDTSELQTNVLVDDGETVVLGGIFDDTKRNDYQKVPFLGDLPVVGNLFKNNVKTTIQTELLIFVTPRIVNDSVSRNH. 692
NTDB id 1009 ACIAD RS15175 WP 004923730.1 AILNKNTINTNVLVNNGETVVLGGVFEQTTNNAVTKVPFLGDLPYVGRLFKKTAKSEAKNELLIFVTPRIVNDTIVGNH. 709
NTDB id 1052 ABD1 RS15850 WP 001017033.1 LILNKNNINTNVLVDNGETVILGGVFEQTTMNSQTKVPFFGDIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH. 721
NTDB id 1039 H0N27 RS01460 WP 031993779.1 LILNKNNINTNVLVDNGETVILGGVFEQTTMNSQTKVPFFGDIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH. 721
consensus * ******! *!*!***!!**** * * **!* !**!**! !!* ** * !!!*!*!!!!** *

logo

EGREKDVYK
NTDB id 1115 OK783 RS00485 WP 003698035.1 ......... 723
NTDB id 1257 GCO85 RS04855 WP 163621000.1 EGREKDVYK 698
NTDB id 1284 ACE17W RS12370 WP 010946666.1 EGREKDVYK 698
NTDB id 1193 PAKAF RS26665 WP 003161249.1 ......... 714
NTDB id 391966 GBN93 RS16465 WP 234964931.1 ......... 692
NTDB id 1009 ACIAD RS15175 WP 004923730.1 ......... 709
NTDB id 1052 ABD1 RS15850 WP 001017033.1 ......... 721
NTDB id 1039 H0N27 RS01460 WP 031993779.1 ......... 721
consensus

X non conserved

X similar

X ≥ 50% conserved


