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VGLLMEVLVAL ILLLAS IGVLGYTVALQLVRAMVDEASSTEAALQSKRSHQAI FLVLMKRGLAENS IRATNNSTGQARASQSYMPATFLVNRQS
NTDB id 391924 GBN68 RS14875 WP 114836316.1 .....MKNYNQQGIGLMEVLVALLLLSIGVLGYTALQVRAVEASTEAAQRSHAIFVLKGLAESIRANNTGRASYMALVNQ 75
NTDB id 1067 ABD1 RS15745 WP 002194578.1 MLMHHYKQKAQAGVGLLEVLVALILLAIGVLGYVALQLRAMDASSEALSKSQAILVMRGLAENIRTNSTQASQYPTFVRS 80
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NTDB id 391924 GBN68 RS14875 WP 114836316.1 AIPN....TISTACINPTTAGCDAAALATNDVQQAQANARNFGMRLRMENCPGTAGVAVADRRNCLFAGWGETDI..... 146
NTDB id 1067 ABD1 RS15745 WP 002194578.1 YSNYTSDTPAPTSCFN...SLCTASQLAQFDAYQAARNANQLGMRITMSNCPGVTNTMV.QQRQCLFVFWGKTAPVITTN 156
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GTNTSQVDNTVSTQSCMSANANGVYVNVGNSNTCLMMEAVY
NTDB id 391924 GBN68 RS14875 WP 114836316.1 ....SQNTTQCMSAAGVYVVGSNCLMMEVY 172
NTDB id 1067 ABD1 RS15745 WP 002194578.1 GTNTSVDVSSCMSNNGVYVNNSTCLMMEAY 186
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