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NTDB id 391914 GBN68 RS11565 WP 234953864.1 MKEILKHLVETTTLPEDSYLDQDAEILEIFVEEIEEIFVELDPLFEKWYAEPTHQETLLSIRRHFHTLKGSGRMVGAKSA 80
NTDB id 1046 H0N27 RS03130 WP 168726941.1 MKEILKTLTEAMTLPEDSYSEQDAEFLEIFIEEIEEIFVDLQPLINKWMQSE.NIATLTEIRRHFHTLKGSGRMIGAKSS 79
consensus !!!!!!*! ! !!!!!!! *!!!! !!!!*!!!!!!!!*! !! !! *** !! !!!!!!!!!!!!!!*!!!!
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NFKAQKVQRAEHIDTLDFLRPL IVL ILGQQLQQNQQSLEPALEELLQL

NTDB id 391914 GBN68 RS11565 WP 234953864.1 GETAWAVEDTLNRVISGAVPLTATVQKFAKTVFKLYQFKLYPIFKAVQEIDLDLRPLVLIGQQLQQNQSLEPALEELLQL 160
NTDB id 1046 H0N27 RS03130 WP 168726941.1 AELAWTVEDTLNRVINQSLQLTPTIQSYVQLVFKFYFLKLVDNFKQKRAHTLDFRPLILLGQQLQQQQSLEPALEELLQL 159
consensus *! !! !!!!!!!!! **!!*!*! * !!! ! !! * !! * !! !!!*!*!!!!!!*!!!!!!!!!!!!!
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LF IMEEAEDEHLATIDHQFLDNAQDEELHTKQVYDQDSYNAGL IRAL
NTDB id 391914 GBN68 RS11565 WP 234953864.1 SNHLNSNDVVTELELSDIEVAESELQVADVSEQDDQVHDVLEETLAIFIEEAEDHLATIDQFLNADETKVQDYNGLIRAL 240
NTDB id 1046 H0N27 RS03130 WP 168726941.1 SHTLMAET.VTGLELDYIEQDS..LAEPIIQATHTEIEINLDETLTLFMEEAEEHLATIHQFLDQELHQYDSYNALIRAL 236
consensus !**! *!! !!! !! **! * * * ** !*!!! *!*!!!!*!!!!!*!!! * * !!*!!!!!
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NTDB id 391914 GBN68 RS11565 WP 234953864.1 HTLRGSSSMAQIEHVFNASSKVENLFKTLVQEEIVSTSKEISLLTQYAEFVRDYLHVLGRG.TNEQLDVIYATFTTAWDN 319
NTDB id 1046 H0N27 RS03130 WP 168726941.1 HTLRGSSAMAQVETIFEASTKVEHLFKILLQEELSSHSEEILLLQEYREFVRDSLELLSRYSSSEQLEARLLQFNQSWDA 316
consensus !!!!!!! !!!*!**! !!*!!!*!!! !*!!!* !*! !! !! ! !!!!! !**! ! ** !!!* ! !!
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NTDB id 391914 GBN68 RS11565 WP 234953864.1 YGFSIEDVADELN.PQGMVSKLIELNIDLLLDAEFEFDQRAKVEYPDYIQHLGEQAKQLLEFTNNRAAQGIHDFTSELYA 398
NTDB id 1046 H0N27 RS03130 WP 168726941.1 YVEQHGDRTDPLMPSHGLVSQLLQLDVSELLDAELDFEKGIRNEFPDYLERLSEQADLLLQHTHSQAMLGLHEYTSQLKE 396
consensus ! * ! !*! ***!*!! !* ! * !!!!! *!* * !*!!!* *! !!! !! *!* ! !*!**!! !
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NTDB id 391914 GBN68 RS11565 WP 234953864.1 GYQALLEKPELLNVDYAYELFGQAHQEFIHLFDTLAAGQRVILTEEVHKVLNELMAFVQQDVES......TSTT...... 466
NTDB id 1046 H0N27 RS03130 WP 168726941.1 SYEVLLDKPALLQSDYIFEIYQKAHQQLIQLFDALAAGQRVGVVKQHQSILEELKLYTQYTPDISNDLPQQDSTSFEPIY 476
consensus ! !!*!! !!* !! *!** !!! !*!!! !!!!!!! * ** *! !! * ! ** ****** *!******
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NTDB id 391914 GBN68 RS11565 WP 234953864.1 VTEPVAEAIVSGNTLQPSLDLAQISQQIASDHQYKQSNTANTNFDDDLLDIFLEEAEELLMGMDQDLNTWSKNGNDTAAL 546
NTDB id 1046 H0N27 RS03130 WP 168726941.1 NIEPEPEVVATVENFSDSADWAVLGQSVQQDRQYISSTQVNRNFDADLLDIFLEEAEELLEGIDTDLNIWVGEQENFAAL 556
consensus !! *! * * *! ! ! * ! * !*!! ! ! !!! !!!!!!!!!!!!!! !*! !!! ! !!!
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NTDB id 391914 GBN68 RS11565 WP 234953864.1 NNLMRYLHTLKGGANMISAPFIGSIAHELESIYERVIRQQIATTPQLISIIRLVQDDVADRIQVIRTEKVDYPATATINV 626
NTDB id 1046 H0N27 RS03130 WP 168726941.1 NNLMRYLHTLKGGANMVQATYLGLIAHELESIYERLIQKQLVVTSDLIDFIRLVQDDLADRLQIMREQQLDYAAPYTINA 636
consensus !!!!!!!!!!!!!!!!* !***! !!!!!!!!!!!*! !* !* !! !!!!!!!*!!!*!**! *!!*!* !!!
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NTDB id 391914 GBN68 RS11565 WP 234953864.1 LHNIQSLVEGTTVTTTVSEPLVEAFVAAVEEPLS..NIDRTIEAEAAAVESATAIEEPRVV.ENTDVTVVEQLDTPSL.. 701
NTDB id 1046 H0N27 RS03130 WP 168726941.1 LKRAGQNS......NFQPLPVVEAFDAESEVFSEQKVISEII.IDEIPVELEPALAELETHHDQVFDTAVTELATPVEMI 709
consensus !* ****** * !*!!!! ! ! * ** ! !* * *!! *!* !* **** ! ! ! !! **
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NTDB id 391914 GBN68 RS11565 WP 234953864.1 ..VQEEAVSAVEEAASLLSIVEETFLEEAEEILATTDGLLKQWTEQRSDRSVLLQLQRAAHSLKGGARMAENEPVGAIAY 779
NTDB id 1046 H0N27 RS03130 WP 168726941.1 TTVTSQENEVAANEQDIEAVVEQTFLEEATELLEMAESLLKQWFEQRTNRSILLQLQRAVHSLKGGARMVGLEAVQAIAY 789
consensus **! * *!! !!!!!! !*! * !!!!! !!!* !!*!!!!!!! !!!!!!!!! !*! !!!!
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NTDB id 391914 GBN68 RS11565 WP 234953864.1 ELETTFEQFAVHNFSSNVYDPLLQTAFEWLKQAIFKRDFSNYDGLKNSLASIDYVDVIAQLPTRVTQIDLLNAVPSFEFV 859
NTDB id 1046 H0N27 RS03130 WP 168726941.1 QLENAFEQFALHHFNSNIYDHLLESAIAWLKDAIFNHNYQHFDGLQQSLENIQFFETTIQIPTKLTRADLFSSEPVMTFI 869
consensus !! !!!!!*!*! !!*!! !! *! !!! !!! * * **!!! *!! ! * * !*!!**! !! ! !*
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NTDB id 391914 GBN68 RS11565 WP 234953864.1 QGDGTEPPAMLGEWKETTHLDGGNEMIRISADLVEKMIDLSGENAINRSRIEMDLGQLGNTLNEMELAIKRLADQLRRME 939
NTDB id 1046 H0N27 RS03130 WP 168726941.1 QGDGTEPPPMMGAWEQTERLDQNNEMIRVSADLIEKMIDLSGENSINRSRIEMDLSQFSHTLVEMELAIQRLADQLRRME 949
consensus !!!!!!!!*!*! ! ! *!! !!!!!*!!!!*!!!!!!!!!! !!!!!!!!!! ! *!! !!!!!! !!!!!!!!!!
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NTDB id 391914 GBN68 RS11565 WP 234953864.1 GELESQIIAKHGSENSRYADFDPLEMDQYSSLNQLSKSLAESASDLVDFKSTLAEKIRDAEGLLLQQSRIQAEIQESLMR 1019
NTDB id 1046 H0N27 RS03130 WP 168726941.1 GELETQIIAKHGIEHSRYTDFDPLEMDQYSSLNQLSKSLAESASDLVDFKNTLSDKIRDTESLLLQQSRIQAEIQEGLMR 1029
consensus !!!!*!!!!!!! !*!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !! *!!!! ! !!!!!!!!!!!!!! !!!

logo TRLVPFSRLMLPRLQR IVRQTASSTATLNRPATELFVVHNNTEGELDRNTI LERLVTPFLEHMLRNAIDHGI
LEDRTAEQRQSAQAKNKPSAETGQRI

NTDB id 391914 GBN68 RS11565 WP 234953864.1 TRLVPFSRMLPRLQRIVRQTASTLNRPTELVVHNTEGELDRTILERLVTPFEHMLRNAIDHGIEDTEQRSAAKKSATGQI 1099
NTDB id 1046 H0N27 RS03130 WP 168726941.1 TRLVPFSRLLPRLQRIVRQTSTALNRPAELFVNNTEGELDRNILERLVTPLEHMLRNAIDHGLEDRAQRQQANKPETGRI 1109
consensus !!!!!!!!*!!!!!!!!!!! * !!!! !! !*!!!!!!!! !!!!!!!! !!!!!!!!!!!*!! !! ! !* !! !
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NTDB id 391914 GBN68 RS11565 WP 234953864.1 ELNISRQGTDVIVSFKDDGKGIDESTIKAKALNLGLIKADQVLDKQEILQFIFHPGFSTAKEVTQISGRGVGLDVVQSEI 1179
NTDB id 1046 H0N27 RS03130 WP 168726941.1 ELNIQRQGTDVVVVFSDDGQGIDVEKVRQKALLAGLIKPEQDLEQQDILQLIFHPGLSTAEQVTQISGRGVGLDVVQSDI 1189
consensus !!!! !!!!!!*! ! !!! !!! ** !!! !!!!**! !* !*!!! !!!!! !!! !!!!!!!!!!!!!!!!*!
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NTDB id 391914 GBN68 RS11565 WP 234953864.1 KALGGHVTVESEIGLGTTFIIRVPTTVAVSDALMVKAGDQQYAIPLAQIDRIVRIAPTALDHYFHSKDDQFKIDGVSYKL 1259
NTDB id 1046 H0N27 RS03130 WP 168726941.1 KSLGGHVSVESVYGQGTTFTIRVPTTVAVSDALMVKVADQQFAIPLAQIDRIIRVSPASLEQYFESPQELFEYENKRYPL 1269
consensus ! !!!!!*!!! ! !!!! !!!!!!!!!!!!!!!! *!!!*!!!!!!!!!!*!* ! !**!!*!* * ! * !*!
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NTDB id 391914 GBN68 RS11565 WP 234953864.1 RYLSEFLSNQPIPRLSNIGHSLPVLLIKGNSGQTIALLVDQLIGSRAQIVVKPVGQQFASIGAIAGATILGDGHVCLILD 1339
NTDB id 1046 H0N27 RS03130 WP 168726941.1 RYLSEFVGNQPIPRLNGVMYSLPVLMIKANNGQTVALLVDQLIGSRAQIVVKPIGQQFSSIGAIAGATILGDGQVCLILD 1349
consensus !!!!!!* !!!!!!! * *!!!!!*!!*! !!!*!!!!!!!!!!!!!!!!!!*!!!! !!!!!!!!!!!!!!*!!!!!!

logo GQNIARQI LQSTKQRHVKTHQALASDEAHRVDYFRGQREHQSDETRRL IVMIVDDSVTVRKVTSRLLERQGFYDI
VVTAKDGVDAI

MEQLENS IVKPDLMLL
NTDB id 391914 GBN68 RS11565 WP 234953864.1 GQNIARQILSTKRVTHAADHRDFGRHQDTRRLVMIVDDSVTVRKVTSRLLERQGFDIVTAKDGVDAMEQLESVKPDLMLL 1419
NTDB id 1046 H0N27 RS03130 WP 168726941.1 GQNIARQIQSTQRHKQLSEAVYRQRESDERRLIMIVDDSVTVRKVTSRLLERQGYDVVTAKDGVDAIEQLENIKPDLMLL 1429
consensus !!!!!!!! !! !* * ** !* ! !!!*!!!!!!!!!!!!!!!!!!!!!*!*!!!!!!!!!*!!!! *!!!!!!!

logo DI EMPRMDGFEVLTNLVRHHDE I
MHQNYLMPI IMITSRTGEKHRERAFSLGVSTHQYMGKPFQEAEELLAENIDQAQLLAVAEFKEQGSEVKS

NTDB id 391914 GBN68 RS11565 WP 234953864.1 DIEMPRMDGFEVTNLVRHHEIHQNLPIIMITSRTGEKHRERAFSLGVTHYMGKPFQEAELLANIQQLLAEKQG.... 1492
NTDB id 1046 H0N27 RS03130 WP 168726941.1 DIEMPRMDGFEVLNLVRHHDMHQYMPIIMITSRTGEKHRERAFSLGVSQYMGKPFQEEELLENIDALLVAFESEVKS 1506
consensus !!!!!!!!!!!! !!!!!!**!! *!!!!!!!!!!!!!!!!!!!!!!**!!!!!!!! !!! !! !! ****
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