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NTDB id 391911 GBN68 RS07165 WP 234956114.1 ........................MTKRSGFTLVELLVAIAIFAVLSALGWKVFDYLIKIKERNTQHEQRLGQLQEAYQQ 56
NTDB id 1076 ABD1 RS08075 WP 000594585.1 MIKNKYIHIRSIASRLAARSSSARLTRASGFTLVELLVAIAIFAVLSLLGWKIFDYLLKVRDRNAEHEVHLFELQDAYQQ 80
consensus *************************!* !!!!!!!!!!!!!!!!!!! !!!!*!!!!*!***!! !! *! !!*!!!!
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NTDB id 391911 GBN68 RS07165 WP 234956114.1 VLRDTVQIVPITANVAGQVQPAVMLQNGQLTFSKTGVTDPLMQGIPPEERVEYIYKADEKKLYRYKYKNLNQTGNDQPET 136
NTDB id 1076 ABD1 RS08075 WP 000594585.1 ILRDTLQIIPLSANQGGQLHPALEIDNQILRFSKAGVTDPLKQGLSPFERIEYRYDADQKKLYRLKYTNLNTSNREQPLS 160
consensus *!!!!*!!*!**!! *!!**!!* * ! ! !!! !!!!!! !!**! !!*!! ! !! !!!!! !! !!! * *!! *
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NTDB id 391911 GBN68 RS07165 WP 234956114.1 SVLLDSVDQFQIMLLNPNEMTKWPEVALSENDVTQAKILPRGLKINLTVNEVSYEWVFSLLNTDFLKQKN... 206
NTDB id 1076 ABD1 RS08075 WP 000594585.1 STLLSQVDQYQIMVLTPQEVTKWPEVNIDPTKPNELKKLPKGIKIQLTVAGVNYEWIYSLNQGDLSLSQEGNS 233
consensus ! !! !!!*!!!*! !*!*!!!!!! * * * ! !!*!*!!*!!! ! !!!**!! * ! ***
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