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NTDB id 1020 ACIAD RS04210 WP 011182164.1 ............MDITELLAFSVQNRASDLHLSAGIPPMIRVDGEVRRINLPAMDHSEVHNLIYDIMNDKQRRDYEEKLE 68
NTDB id 1177 A1552VC RS01165 WP 000422572.1 ............MELNQYLDGMLTHKASDLYITVGAPILYRVDGELRAQGEALSVAD.VTALLHAMMDDARQAEFKQTRE 67
NTDB id 391865 F9230 RS08950 WP 328282646.1 MYSAELLEEARRMMF.HMLSKVVEYGGSDLFISANFPPSIKHQGLMKPLGQQNLPSDQTKLFAYSLMNEKQRLEFETELE 79
NTDB id 1203 PSJM300 01605 AFN76401.1 ............MEFEKLLRLMVEKGGSDLFITAGVPPSMKVNGKILPVNKTPMSPEMTRETVHGVMNEQQRREFTENHE 68
NTDB id 1019 ACIAD RS04205 WP 004922051.1 ............MDFNDLLNLMAKHKASDLFITAGVEPSLKINGEITPVSKTKLDGDMIAQLIDSITTQKQRQEFIETHE 68
consensus !** *! ** **!!!*************!***** * * * ** ******* ** * !

logo

A
T
C
D
NFSAFVI ELVSANRVDPREGNKI

L
N
S
V

A
E
S
GRFRVNSVAFFNYQQNQRDELNRGHMLVAPGAMVFLIRTR IPTEASTEKNQRVI LPNSTI

L
P
F
D
T
E
K
D
ELGHQKLGPDEKPTSIVFLQRKEKNDI

V
L
C
I
A
D
I
L
M
A
E
S
T
Y

P
KRGI

L
I
V
I
LFVSTVGGPATGTSGKSTTSMLASAML

T
I
Q
D
G
H
Y
I
R

NTDB id 1020 ACIAD RS04210 WP 011182164.1 TDFSFEVPN.LARFRVNVFNQNRGAGAVFRTIPSQVLTLEELGLGKIFRDICDYPRGLVLVTGPTGSGKSTTLAAMLDYI 147
NTDB id 1177 A1552VC RS01165 WP 000422572.1 ANFAVVRD..SGRFRVSAFFQRELPGAVIRRIETRIPTFEELKLPEVLQNLAIAKRGLVLVVGATGSGKSTTMAAMTGYR 145
NTDB id 391865 F9230 RS08950 WP 328282646.1 CNFAISVPN.VSRFRVNVFQQQLHVGMVIRTITAEIPNFTKLQLPTSLKDVIMEKRGLVLVVGGTGSGKSTSLAAMIDHR 158
NTDB id 1203 PSJM300 01605 AFN76401.1 CNFAISARG.IGRFRVSAFYQRNLAGMVLRRIETNIPTIEDLKLPDVLKKLALTKRGLVLFVGATGTGKSTSLAAMIGYR 147
NTDB id 1019 ACIAD RS04205 WP 004922051.1 CNFAILNREKNERFRVSAFQQRDMPGMVIRRIETKIPSPDDLHLPPILKELAMSKRGIIIFSGATGTGKSTSLASMIQHR 148
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NTDB id 1020 ACIAD RS04210 WP 011182164.1 NNHRYDHILTVEDPIEFVHEPKKCLINQREVHRDTLGFNEALRSALREDPDIILVGEMRDLETIRLALTAAETGHLVFGT 227
NTDB id 1177 A1552VC RS01165 WP 000422572.1 NQHRTGHILTVEDPIEFVHEHKRCIVTQREVGLDTESYEVALKNSLRQAPDMILIGEIRSRETMEYAMTFAETGHLCMAT 225
NTDB id 391865 F9230 RS08950 WP 328282646.1 NENSAGHIITVEDPVEYVHKHKKSMITHREVGVDCHSWHNALKNTLRQAPDVILIGEIRDTETMEHAIAFAETGHLCLGT 238
NTDB id 1203 PSJM300 01605 AFN76401.1 NKNSSGHIISIEDPIEFIHQHQNCIVTQREVGIDTDSFEVALKNTLRQAPDVILIGEVRTRETMDHAVAFAETGHLCLAT 227
NTDB id 1019 ACIAD RS04205 WP 004922051.1 NQHSKGHIITIEDPIEFIHEHAGCIITQREVGIDTDSFEIALKNTLRQAPDVILIGEIRSREVMDYALAFAETGHLVFAT 228
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NTDB id 1020 ACIAD RS04210 WP 011182164.1 LHTTSAAKTIDRIIDVFPAEEKDMVRTMLSESLQAVISQTLLK.KEGGGRVAAHEIMIGIPAIRNLIREGKVAQMYSSIQ 306
NTDB id 1177 A1552VC RS01165 WP 000422572.1 LHANNANQALERILHLVPKEQREQFLLDLSLNLKGVIAQQLLRDKNGKGRHGVFEVLLNSPRIADLIRRGELHELKATMA 305
NTDB id 391865 F9230 RS08950 WP 328282646.1 LHANNANQALDRIINFFPDERRNQLLMDLSSNMKAIISQRLVRTEDGRGRRAAVEIMLNTPLMSDLILKGNFHELKEVMS 318
NTDB id 1203 PSJM300 01605 AFN76401.1 LHANNANQALDRIINFFPADRQNQVWMDLSLNLKAIVAQQLVPTPDGKGRRAVIEVLINTPLAADLIRKGEVHELKGLMK 307
NTDB id 1019 ACIAD RS04205 WP 004922051.1 LHANNANQTLERIIHFFDADRHQQIFMDLSLNLKAVISQQLIPTHDGQSRRAAVEVLINTPLLSDYIRQGEIYKIKELMA 308
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NTDB id 1020 ACIAD RS04210 WP 011182164.1 TGATHGMTTLDQSLKQLLAKGIINLPTARAVAKSPESF......................................... 344
NTDB id 1177 A1552VC RS01165 WP 000422572.1 RSQEVGMQTFDQALYQLVVDDKISEQDALHSADSANDLRLMLKTKRGDDY...GSGSLQNVKIDME............. 368
NTDB id 391865 F9230 RS08950 WP 328282646.1 KSRELGMQTFDQALFDLYNQGAITYEEALRNADSVNELRLQIKLKSSRANPQLNSSSALSFDQAVAEKAKEAEEEKDDA 397
NTDB id 1203 PSJM300 01605 AFN76401.1 RSTDLGMQTFDQALYNLYVQGEITYEDALLHADSSNDLRLMIKLGSETDGEHLTSVS.QGLTLEMSDDDPGRSFR.... 381
NTDB id 1019 ACIAD RS04205 WP 004922051.1 RSGELGMQTFDQALFDLYDHQHISYADALKHADSPNNLRLQIKLSEEANKPLDNRERMSEMERKMTFDGQRRNLK.... 383
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